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GENES FOR DIAGNOSING COLORECTAL
CANCER

REFERENCE CITED
1. WO005531

FIELD OF THE INVENTION

This invention relates to genes for diagnosing colorectal
cancer, particularly provided a method of clinical diagnosis
for colorectal cancer which enables the effects of early diag-
nosis, specificity, highly sensitivity and safety.

BACKGROUND OF THE INVENTION

Colorectal cancer is one of the most common malignant
tumors of the world; it is the second most frequent cause of
malignant tumor related mortality in developed countries. In
developed countries, mortality rate caused by colorectal can-
cer seems have a progressively descending tendency in the
past 20 years. There are motivations for early diagnosis and
for improvement in methods of therapy and medicines. In
Taiwan, the rate of suffering for colorectal cancer is rising
constantly, furthermore, there is evidence of an age-descend-
ing tendency.

According to a 2002 survey by the Department of Health
(DOH), the highest level of the executive branch in Taiwan,
on the top ten related cancer of Taiwanese population, col-
orectal cancer (CRC) is the third leading cause of cancer-
related death for male and female. About 6681 new cases of
colorectal cancer were diagnosed according to statistical data
by DOH in 1999, and 3649 patients died in Taiwan due to
colorectal cancer according to statistical data by DOH in
2002. The average age of colorectal cancer patient is lower
than other countries. In other words, twenty-year-old or
thirty-year-old people suffer from the colorectal cancer in
Taiwan. Therefore, we can’t ignore the possibility of the
colorectal cancer occurring in younger populations.

Although methods of diagnosis and surgical operation
treatment have improved for colorectal cancer patients, when
one makes a comparison between early diagnosis with later
period diagnosis by surgical operation, treatment is able to
probably overcome colorectal cancer in early diagnosis, but is
not able to absolutely overcome colorectal cancer in later
period diagnosis. Thus far metastasis are the main problem in
the treatment for the colorectal cancer, therefore, a method
with high sensitivity, high specificity and easy diagnosis that
can detect arly and potentially curable CRC would be a novel
target for CRC diagnosis and therapy.

The present invention is to provide functional genetic
method, for diagnostic genes of colorectal cancer consist of
71 types of genes, that can be applied for early diagnosing
possibility of recurrence and metastasis for colorectal
patients. Simultaneously, tracing of 100 colorectal cancer
cases have found a 92% genes variation in colorectal tissue. In
the process of tracing 100 colorectal cancer cases simulta-
neously, mutation of genes is found in 92% colorectal cancer
tissues. In the tracing process, although CEA of 16 patients
remained in normal value range, the method can detect early
tumor cells in blood by using genes variation testing.

In WO0055351, ROSEN CRAIG A et. al., entitled
“Human Colon Cancer Associated Gene Sequences And
Polypeptides”, disclose colon cancer related polynucleotides
and the polypeptides encoded by the polynucleotides herein
collectively known as “colon cancer antigens”, screening
methods for identifying agonists and antagonists of colon
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cancer antigens of the invention. But, the present invention is
to provide SSH and cDNA microarray technology to identify
candidate marker genes which are overexpressed continu-
ously from colorectal proliferous polypus to colorectal onco-
gene, detecting overexpressed genes are selected from up
regulation genes which related intently in colorectal cancer
oncogene, and down regulation genes which related in col-
orectal cancer oncogene. The total 71 genes are used to diag-
nosing early colorectal cancer.

SUMMARY OF THE INVENTION

Therefore, the main purpose according to the present
invention is to provide methods of clinical diagnosis for col-
orectal cancer for early diagnosis, specificity, highly sensitiv-
ity and safety.

For the purpose stated above, the method comprises the
steps of: (1) deriving epithelium cells from normal intestines,
polypus of intestines and colorectal cancer tissue; (2) collect-
ing genes with highly differential gene expression by Sup-
pression Subtractive Hybridization (SSH), and building
library; (3) deriving colonies with relatively high signal inten-
sities from cancer tissue; (4) collecting more clinically cancer
tissues by Northern Hybridization, real-time Polymerase
Chain Reaction (PCR) combined with analysis of bioinfor-
mation to affirm variation between differential gene expres-
sion; and (5) selecting the most suitable genes from said
library. Moreover, the reagent uses the gene sequence as
method of clinical diagnosis for colorectal cancer to the early
diagnosis.

BRIEF DESCRIPTION OF THE DRAWINGS

The present invention will be better understood from the
following detailed description of preferred embodiments of
the invention, taken in conjunction with the accompanying
drawings, in which.

Table 1 is a table showing the result of clinical examination
of colorectal cancer biochip;

FIG. 1 is a view showing the procedure of deriving genes
according to the present invention;

FIG. 2a and FIG. 24 are views showing the primary screen-
ing according to the present invention;

FIG. 3a and FIG. 3b are views showing affirmation to
genes using Northern Blotting method according to the
present invention;

FIGS. 4a and 4b are views showing quantity expression of
cancer tissue according to the present invention; and

FIG. 5 is a diagram showing second preferred embodi-
ments according to the present invention.

DESCRIPTION OF THE PREFERRED
EMBODIMENTS

The following descriptions of the preferred embodiments
are provided to understand the methods and the procedures of
the present invention. Please refer to FIG. 1, showing the
procedure of searching genes according to the present inven-
tion. Said procedure comprise the steps of: (1) deriving epi-
thelium cells from normal intestines, polypus of intestines
and colorectal cancer tissue; (2) collecting genes with highly
differential gene expression by Suppression Subtractive
Hybridization (SSH), and building library; (3) deriving colo-
nies with relatively high signal intensities from cancer tissue;
(4) collecting more clinically cancer tissues by Northern
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Hybridization, real-time Polymerase Chain Reaction (PCR) colorectal cancer to the effects of early diagnosis, specificity,
combined with analysis of bioinformation to affirm variation highly sensitivity and safety.

between differential gene expression; and (5) selecting the The genes for diagnosing colorectal cancer, the specific
most suitable genes from said library. Moreover, by using the oligonucleotides sequence are selected from the group con-

gene sequence as a reagent, this enables clinical diagnosis for sisting of:
No Hs ID ACC No Discription Definition Oligo sequence
1 Hs.107213 BC027178 FNBP3 Homo sapiens, CATCATAGGAA
(SEQUENCE Formin formin binding ACGTTCCCGCT
LISTING 72) binding protein 3, clone CTCGATCGGGG
protein 3 MGC: 16979 TCAGATTCAGAT
IMAGE: 4343048, GATGATG
MRNA, (SEQUENCE
complete cds LISTING 1)
2 Hs.123107 NM_002257 KLK1 Homo sapiens GCCTTCTGTCG
(SEQUENCE Kallikrein 1, kallikrein 1, CCGTCAGAGTG
LISTING 73) renal/pancreas/ renal/pancreas/ CTGTCTTATGTG
salivary salivary (KLK1l), AAGTGGATCGA
mRNA . GGACA
(SEQUENCE
LISTING 2)
3 Hs.1369 NM_000574 DAF Decay Homo sapiens GGGCAGTCAAT
(SEQUENCE accelerating decay GGTCAGATATT
LISTING 74) factor for accelerating GAAGAGTTCTG
complement factor for CAATCGTAGCT
(CD55, complement GCGAGGTG
Cromer blood (CD55, Cromer (SEQUENCE
group blood group LISTING 3)
system) system) (DAF),
mMRNA
4 Hs.151254 NM_005046 KLK7 Homo sapiens TGGAACCACCT
(SEQUENCE Kallikrein 7 kallikrein 7 GTACTGTCTCC
LISTING 75) {(chymotryptic, (chymotryptic, GGCTGGGGCAC
stratum stratum TACCACGA
corneum) corneum) (SEQUENCE
(KLK7) , LISTING 4)
transcript vari-
ant
1, mRNA.
5 Hs.1526 NM_001681 ATP2A2 Homo sapiens CATCGGCATCT
(SEQUENCE ATPase, ATPase, Ca++ TCGGGCAGGAT
LISTING 76) Ca++ transporting, GAGGACGTGAC
transporting, cardiac muscle, GTCAAAAGCTTT
cardiac slow twitch 2 CACAG
muscle, slow (ATP2A2) , (SEQUENCE
twitch 2 mMRNA LISTING 5)
6 Hs.184270 NM_006135 CAPZAL Homo sapiens TGACCACTTAC
(SEQUENCE Capping capping protein GGAAAGAAGCA
LISTING 77) protein actin) (actin filament) AGTGACCCCCA
filament) muscle Z-line, GCCAGAAGAAG
muscle Z- alpha 1 CAGATG
line, alpha 1 (CAPZAL) , (SEQUENCE
mRNA . LISTING 6)
7 Hs.2043 NM_001151 SLC25A4 Homo sapiens AGATCTTCAAGT
(SEQUENCE Solute carrier solute carrier CTGATGGCCTG
LISTING 78) family 25 family 25 AGGGGGCTCTA
(mitochondrial (mitochondrial CCAGGGTTTCA
carrier carrier; adenine ACGTC
adenine nucleotide (SEQUENCE
nucleotide translocator), LISTING 7)
translocator), member 4
member 4 (SLC2524),
nuclear gene
encoding
mitochondrial
protein, mRNA.
8 Hs.267871 NM_005177 ATP6VOAL Homo sapiens GGACAGAAAGG
(SEQUENCE ATPase, H+ ATPase, H+ AATTCAGTGTTT
LISTING 79) transporting, transporting, CCTGGTAGTGG
lysosomal VO lysosomal VO TTGCACTACTGT



US 7,575,928

B2

-continued
No Hs ID ACC No Discription Definition Oligo sequence
subunit a subunit a GTGTACCTTGG
isoform 1 isoform 1 (SEQUENCE
(ATP6VOAL) , LISTING 8)
mRNA .
9 Hs.4935 D79998 KIAAO176 Human mRNA GGAAAGGATAC
(SEQUENCE KIAAO176 for KIAAQLl76 GGGACAATGAG
LISTING 80) protein gene, partial AACAGAACTTCA
cds
CAAGGCCCCGT
GAAGC
(SEQUENCE
LISTING 9)
10 Hs.5509 NM_006495 EVI2B Homo sapiens GCCCCTGCCAC
(SEQUENCE Ecotropic ecotropic viral CAGTAGATTTTA
LISTING 81) viral integration site TGAAAAACCAA
integration 2B (EVI2B), GAAGATTCCAA
site 2B mRNA . CCTTGAGATCC
AGTGTC
(SEQUENCE
LISTING 10)
11 Hs.5662 NM_006098 GNB2L1 Homo sapiens ATGACTGAGCA
(SEQUENCE Guanine guanine GATGACCCTTC
LISTING 82) nucleotide nucleotide GTGGCACCCTC
binding binding protein AAGGGCCACAA
protein (G (G protein), C
beta
protein), beta polypeptide 2- (SEQUENCE
polypeptide like 1 (GNB2L1l), LISTING 11)
2-1like 1 mRNA .
12 Hs.75990 NM_005143 HP Homo sapiens AGGCTGTTGGA
(SEQUENCE Haptoglobin haptoglobin GATAAACTTCCT
LISTING 83) (HP) , mRNA. GAATGTGAAGC
AGATGACGGCT
GCCCG
(SEQUENCE
LISTING 12)
13 Hs.83384 NM_006272 S100B S100 Homo sapiens CCGAACTCAAG
(SEQUENCE calcium S100 calcium GAGCTCATCAA
LISTING 84) binding binding protein, CAATGAGCTTTC
protein, beta beta (neural) CCATTTCTTAGA
(neural) (S100B), mMRNA GGAAATCAAAG
AGCAGGAG
(SEQUENCE
LISTING 13)
14 Hs.10029 NM_001814 CTSC Homo sapiens CACCGGAAAGA
(SEQUENCE Cathepsin C cathepsin C AGGTGGGAACT
LISTING 85) (CTSC), mRNA GCCTCTGAGAA
TGTGTATGTCAA
CACAGC
(SEQUENCE
LISTING 14)
15 Hs. 103982 NM_005409 SCYB11 Homo sapiens GGGCATGGCTA
(SEQUENCE Small small inducible TAGCCTTGGCT
LISTING 86) inducible cytokine GTGATATTGTGT
cytokine subfamily B GCTACAGTTGTT
subfamily B (Cys-X-Cys), CAAGGC
(Cys-X-Cys), member 11 (SEQUENCE
member 11 (SCYB11), LISTING 15)
mRNA .
16 Hs.12314 AL049397 Homo Homo sapiens CAACACCACAG
(SEQUENCE sapiens mRNA; cDNA ACAGCTGCAGG
LISTING 87) mRNA; cDNA DKFZp586C1019 ACTCGATATCCA
DKFZp586C1019 (from clone TGGCTTCTTTCC
(from DKFZp586C1019) ATCAC
clone (SEQUENCE
DKFZp586C1019) LISTING 16)
17 Hs.150557 NM_001206 BTEB1 Basic Homo sapiens TTCCACCCCAG
(SEQUENCE transcription basic CATGATCAAGC
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-continued
No Hs ID ACC No Discription Definition Oligo sequence
LISTING 88) element transcription GATCGAAAAAG
binding element binding GCGCTGGCCAA
protein 1 protein 1 CGCTTT
(BTEBL1) , (SEQUENCE
mRNA . LISTING 17)
18 Hs.169266 NM_000909 NPY1R Homo sapiens CCGGTCTCGGG
(SEQUENCE Neuropeptide neuropeptide Y  ATGATGATTATG
LISTING 89) Y receptor Y1 receptor Y1 AAACAATAGCC
(NPY1R) , ATGTCCACGAT
mRNA . GCACACAG
(SEQUENCE
LISTING 18)
19 Hs.1827 NM_002507 NGFR Nerve Homo sapiens CAAGCGGGAGG
(SEQUENCE growth factor nerve growth AGGTGGAGAAG
LISTING 90) receptor factor receptor CTTCTCAACGG
(TNFR (TNFR CTCTGCG
superfamily, superfamily, (SEQUENCE
member 16) member 16) LISTING 19)
(NGFR) , mRNA.
20 Hs.1869 NM_002633 PGM1 Homo sapiens GCCAACGGGAT
(SEQUENCE Phosphoglucomu- phosphoglucomu- CGGTCGCTTGG
LISTING 91) tase 1 tase 1 (PGM1), TTATCGGACAG
mRNA . AATGGAATCCT
CTCCA
(SEQUENCE
LISTING 20)
21 Hs.194148 NM_005433 YES1 V-yes- Homo sapiens CAAGTGTGAGC
(SEQUENCE 1 Yamaguchi v-yes-1 CATTATGGAGC
LISTING 92) sarcoma viral Yamaguchi AGAACCCACTA
oncogene sarcoma viral CAGTGTCACCA
homolog 1 oncogene TGTCCG
homolog (SEQUENCE
1(YES1), mRNA LISTING 21)
22 Hs.2352 X74210 ADCY2 H. sapiens TCGTCTGCTTTG
(SEQUENCE Adenylate mRNA for CTGGACAGCTT
LISTING 93) cyclase 2 adenylyl cyclase CTGCAATGCAG
(brain) CAAAAAAGCCT
CTCCC
(SEQUENCE
LiSTING 22)
23 Hs.246885 NM_017958 FLJ20783 Homo sapiens CCAAGATTCTA
(SEQUENCE Hypothetical hypothetical GGACAAACACA
LISTING 94) protein protein GCGTATGTGGG
FLJ20783 FLJ20783 CTCTGCAGTCA
(FLJ20783) , TGACCG
mRNA . (SEQUENCE
LISTING 23)
24 Hs.29665 NM_014944 CLSTN1 Homo sapiens CACGAGCCCTT
(SEQUENCE Calsyntenin 1 calsyntenin 1 CTCTGTGACTG
LISTING 95) (CLSTN1), AGGATTACCCG
mRNA . CTCCATCCATC
CAAGAT
(SEQUENCE
LISTING 24)
25 Hg . 3235 NM_002272 KRT4 Keratin Homo sapiens TTCAGCTGTGG
(SEQUENCE 4 keratin 4 CTCGGCCATTG
LISTING 96) (KRT4) , mRNA TAGGCGGTGGC
AAGAGAGGT
(SEQUENCE
LISTING 25)
26 Hs.55209 AF327354 Homo Homo sapiens TAAAGTGGGCT
(SEQUENCE sapiens DMR DMR protein CATTGTCATCCC
LISTING 97) protein mRNA, CAAGCCAGGCC
mRNA, complete cds AGTTCTCCAGG
complete cds TGGAA
(SEQUENCE

LISTING 26)
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-continued
No Hs ID ACC No Discription Definition Oligo sequence
27 Hs.585 NM_000384 APOB Homo sapiens GCCCAAGGCCA
(SEQUENCE Apolipoprotein apolipoprotein B CAGGGGTCCTT
LISTING 98) B (including (including Ag(x) TATGATTATGTC
Ag (x) antigen) AACAAGTACCA
antigen) (APOB) , mRNA CTGGG
(SEQUENCE
LISTING 27)
28 Hs.62187 AF022913 PIGK Homo sapiens TCTTGTCCTTCG
(SEQUENCE Phosphati- GPI GCAGCGTGGCC
LISTING 99) dylinositol transamidase GCTAGTCATATC
glyan, class mRNA, GAGGATCAAGC
K complete cds AGAA
(SEQUENCE
LISTING 28)
29 Hs.63290 NM_012260 HPCL2 2- Homo sapien CATGAACTGCT
(SEQUENCE hydroxyphy- 2- GGCCCTTGCTT
LISTING tanoyl-CoA hydroxyphy- GTGATTGGTGG
100
) lyase tanoyl-CoA lyase TTCCTCTGAAAG
(HPCL2) , mRNA AAACCAAG
(SEQUENCE
LISTING 29)
30 Hs.699 NM_000942 PPIB Homo sapiens AGCCGGGATAA
(SEQUENCE Peptidylprolyl peptidylprolyl  ACCCCTGAAGG
LISTING isomerase B isomerase B ATGTGATCATC
101
) (cyclophilin (cyclophilin B) GCAGACTGCGG
B) (PPIB), mRNA CAAGAT
(SEQUENCE
LISTING 30)
31 Hs. 74111 NM_007367 RALY RNA Homo sapiens AGCGAGGAAGA
(SEQUENCE binding RNA binding GCTGGAACACA
LISTING protein protein GCCAGGACACA
102)
(autoantigen- (autoantigenic, GACGCGGATGA
ic, hnRNP- hnRNP- T
asgociated asgociated with (SEQUENCE
with lethal lethal yellow) LISTING 31)
yellow) (RALY)
transcript vari-
ant
2, mRNA
32 Hs.75103 NM_003406 YWHAZ Homo sapiens CGGAAGGTGCT
(SEQUENCE Tyrosine 3- tyrosine 3- GAGAAAAAACA
LISTING monooxygen- monooxygenase / GCAGATGGCTC
103)
ase/tryptophan /tryptophan 5-  GAGAATACAGA
5- monooxygenase GAGAAAATTGA
monooxygen- activation GACGG
agse activation protein, zeta (SEQUENCE
protein, zeta polypeptide LISTING 32)
polypeptide (YWHAZ) ,
mMRNA
33 Hs. 75117 NM_004515 ILF2 Homo sapiens TGACTTCTATTT
(SEQUENCE Interleukin interleukin GTGTGARAATGG
LISTING enhancer enhancer CCTTTCCCCGG
104)
binding factor binding factor  GTCAAGCCAGC
2,
2, 45 kD 45 kD (ILF2), ACCTG
mMRNA (SEQUENCE
LISTING 33)
34 Hs.75236 NM_021952 ELAVL4 Homo sapiens GCACCATGGAG
(SEQUENCE ELAV ELAV CCTCAGGTGTC
LISTING (embryonic (embryonic AAATGGTCCGA
105)
lethal, lethal, abnormal CATCCAATACAA
abnormal vision, GCAATG
vision, Drosophila) -like (SEQUENCE

10
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-continued
No Hs ID ACC No Discription Definition Oligo sequence
Drosophila) - 4 (Hu antigen D) LISTING 34)
like 4 (Hu (ELAVL4) ,
antigen D) mMRNA
35 Hs. 75258 NM_004893 H2AFY H2A Homo sapiens CACCGAAGCCA
(SEQUENCE histone H2A histone GGAAGCCCCGT
LISTING family, family, member  TTGTAAGCGTG
106)
member Y Y (H2AFY), TGTTGTGGTGC
transcript vari- TTTATT
ant
2, mMRNA (SEQUENCE
LISTING 35)
36 Hs.75498 NM_004591 SCYA20 Homo sapiens GCTACTCCACC
(SEQUENCE Small small inducible TCTGCGGCGAA
LISTING inducible cytokine TCAGAAGCAGC
107)
cytokine subfamily A AAGCAACTTTGA
subfamily A (Cys—Cys) , CTGCT
(Cys—Cys) , member 20 (SEQUENCE
member 20 (SCYA20), LISTING 36)
mMRNA
37 Hs.76913 NM_002790 PSMAS Homo sapiens GTTTCTTACCCG
(SEQUENCE Proteasgsome proteasome GTCTGAGTACG
LISTING (prosome, (prosome, ACAGGGGCGTG
108)
macropain) macropain) AATACTTTTTCT
subunit, subunit, alpha CcCcee
alpha type, 5 type, 5 (SEQUENCE
(PSMAS) , LISTING 37)
mMRNA
38 Hs. 79889 NM_012329 MMD Homo sapiens GCTATGAACAT
(SEQUENCE Monocyte to monocyte to GCTGCTAACTG
LISTING macrophage macrophage TTACACACACG
109)
differentiation- differentiation- CATTCCTCATTG
agsoclated agsoclated TTCCGGCC
(MMD) , mRNA (SEQUENCE
LiSTING 38)
39 Hs.82173 NM_005655 TIEG TGFB Homo sapiens TTTGTGGTACC
(SEQUENCE inducible TGFB inducible CCAGCCCGTTG
LISTING early growth early growth TGCAGAGTTCA
110)
response response AAGCCTCCGGT
(TIEG) Mrna G
(SEQUENCE
LISTING 39)
40 Hs.84072 NM_004616 TM4SF3 Homo sapiens GCAATGACTCT
(SEQUENCE Transmembrane transmembrane CAAGCAATTTTT
LISTING 4 4 superfamily GGTTCTGAAGA
111)
superfamily member 3 TGTAGGCTCTA
member 3 (TM4SF3) , GCTCCTACGTT
mMRNA GCTGTG
(SEQUENCE
LISTING 40)
41 Hs.85146 NM_005239 ETS2 V-ets Homo sapiens CTCATGACTCC
(SEQUENCE erythroblastosis v-ets GCCAACTGTGA
LISTING virus E26 erythroblastosis ATTGCCTTTGTT
112)
oncogene virus E26 AACCCCGTGCA
homolog 2 oncogene GCAAG
(avian) homolog 2 (SEQUENCE
(avian) (ETS2), LISTING 41)
mMRNA
42 Hs.85844 NM_002529 NTRK1 Homo sapiens TTCATGGACAA
(SEQUENCE Neurotrophic neurotrophic CCCTTTCGAGTT
LISTING tyrosine tyrosine kinase, CAACCCCGAGG
113)
kinase, receptor, type 1 ACCCCATCCCT
receptor, type (NTRK1), mRNA GTCT
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-continued
No Hs ID ACC No Discription Definition Oligo sequence
1 (SEQUENCE
LISTING 42)
43 Hs.88219 NM_003454 ZNF200 Zinc Homo sapiens CCCAGTCAGAA
(SEQUENCE finger protein zinc finger AGTCAAGGAGA
LISTING 200 protein 200 CCTTGGTTATTA
114)
(ZNF200) , TGAAAGATGTG
mMRNA AGCTCAAGCCT
TCAGAACAG
(SEQUENCE
LISTING 43)
44 Hs.9914 NM_006350 FST Homo sapiens CCCTGACAGTA
(SEQUENCE Follistatin follistatin AGTCGGATGAG
(FST),
LISTING transcript vari- CCTGTCTGTGC
115) ant
FST317, mRNA CAGTGACAATG
CCACTT
(SEQUENCE
LISTING 44)
45 Hs.169319 NM_003419 ZNF345 Zinc Homo sapiens CAGGGATCTCA
(SEQUENCE finger protein zinc finger GGAAGGACATT
LISTING 345 protein 345 TCAGTGAAATG
116)
(ZNF345) , ATATTTACTCCT
mMRNA GAAGACATGCC
CACTTTCAG
(SEQUENCE
LISTING 45)
46 Hs.72805 NM_030921 DC42 Homo sapiens GGCATGGCAGC
(SEQUENCE Hypothetical hypothetical AAATGCCAACAT
LISTING protein DC42 protein DC42 TTTGTGGAATAG
117)
(DC42), mRNA CAGCAAATCTA
CAAGAGACCCT
GG
(SEQUENCE
LISTING 46)
47 HS.108301 NM_003297 NR2C1 Homo sapiens GACACCTACAG
(SEQUENCE Nuclear nuclear receptor GTTATCCAGACT
L1STING receptor subfamily 2, ACTACTCAGATT
118)
subfamily 2, group C, GCCAGCTTTAA
group C, member 1 GACTGATGAAT
member 1 (NR2C1), mRNA GCTACCATC
(SEQUENCE
LISTING 47)
48 Hs.177926 NM_030941 LOC81691 Homo sapiens CCCAGTGACGA
(SEQUENCE Exonuctease exonuclease CCAAACTCAARA
LISTING NEF-sp NEF-sp GATGTACAGAG
119)
(LOC81691) , GCAGTTAAAAG
mMRNA CACTGCTTCCT
o
(SEQUENCE
LISTING 48)
49 Hs.194746 NM_018896 CACNALG Homo sapiens ACGTCAGAGAT
(SEQUENCE Calcium calcium TGTGTCTGAAC
LISTING channel, channel, CGTCCTGCTCT
120)
voltage- voltage- CTAGCTCTGAC
dependent, dependent, GGATGA
alpha 1G alpha 1G (SEQUENCE
subunit subunit LISTING 49)
(CACNA1G) ,
mMRNA
50 Hg.209061 NM_003831 SUDD SudD Homo sapiens TCACGGCCTGG
(SEQUENCE suppressor of sudD AGTTCTTGTTCC
LISTING bimDé suppressor of GGGACTGCAGG

121)

14



15

US 7,575,928

B2
16

-continued
No Hs ID ACC No Discription Definition Oligo sequence
homolog (A. bimDé homolog AATGTCTCGCA
nidulans) (A. nidulans) GTT
(SUDD) , mRNA (SEQUENCE
LISTING 50)
51 Hs.25087 NM_006070 TFG TRK- Homo sapiens TAATCCTTATGC
(SEQUENCE fused gene TRK-fused gene GCGTAACCGTC
LISTING (TFG), mRNA CTCCCTTTGGT
122)
CAGGGCTATAC
CCAAC
(SEQUENCE
LISTING 51)
52 Hs.3017 NM_003284 TNP1 Homo sapiens GATCAAAGCCA
(SEQUENCE Transition transition pro- GAGAGGAGCCT
tein
LISTING protein 1 1 (during ATGGAATGTGG
123)
(during histone to ATCAAATGCCA
histone to protamine GTTGTGACG
protamine replacement) (SEQUENCE
replacement) (TNP1) , mRNA LISTING 52)
53 Hs.283664 NM_032466 ASPH Homo sapiens GAACCACAACA
(SEQUENCE Aspartate aspartate beta- AGAGGATGATG
LISTING beta- hydroxylase AGTTTCTTATGG
124)
hydroxylase (ASPH) , CGACTGATGTA
transcript vari- GATGATAGATTT
ant
3, mRNA GAGACCCTGG
(SEQUENCE
LISTING 53)
54 Hg.283664 NM_032467 ASPH Homo sapiens CTCAGGGAGAT
(SEQUENCE Aspartate aspartate beta- GGATTTGCTCG
LISTING beta- hydroxylase TTGTTTTCTTCC
125)
hydroxylase (ASPH) , CTCCTTCCCCTT
transcript vari- CCTG
ant
4, mMRNA (SEQUENCE
LISTING 54)
55 Hg.171992 NM_002843 PTPRJ Homo sapiens CCGTGGATGTG
(SEQUENCE Protein protein tyrosine TATGGGATTGT
LISTING tyrosine phosphatase, GTATGACCTTC
126)
phosphatase, receptor type, J GAATGCATAGG
receptor type, (PTPRJ), mMRNA CCTTTAATGGTG
J o
(SEQUENCE
LISTING 55)
56 Hg.155172 NM_003664 AP3B1 adaptor-related GCCCAGCTTAT
(SEQUENCE protein complex CATAAACACTGA
LISTING 3, beta 1 sub- GAAAACTGTGA
127) unit
TTGGCTCTGTTC
TGCTGCGGG
(SEQUENCE
LISTING 56)
57 Hs.183418 M37712 CDC2L2 cell dividion CGAGAAAATGA
(SEQUENCE cycle2-like2 AAACCACCTCTT
LISTING GGTTGTTCCAG
128)
AGTCACGGTTC
GACCGAG
(SEQUENCE
LISTING 57)
58 Hg.244473 NM_031900 AGXT2 alanine- TCCGGGATTGT
(SEQUENCE glyoxylate TACTGTCAGTGT
LISTING aminotransferase TGGCCATTGCC
129)

2

ACCCAAAGGTG
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-continued
No Hs ID ACC No Discription Definition Oligo sequence
AATGC
(SEQUENCE
LISTING 58)
59 Hs.12835 NM_004842 AKAP7 A kinase GAGCCCGATGA
(SEQUENCE (PRKA) anchor CGCTGAACTAG
LISTING protein 7 TAAGGCTCAGT
130)
AAGAGGCTGGT
GGAGAA
(SEQUENCE
LISTING 59)
60 Hs.1650 NM_000111 SLC26A3 solute carrier TCAGCCCCCTA
(SEQUENCE family 26, TTACACCTGAC
LISTING member 3 GTGGAGACTTT
131)
CCAAAACACCG
TAGGAG
(SEQUENCE
LISTING 60)
61 Hs.29981 NM_000112 SLC26A2 solute carrier CAGCAGGGATC
(SEQUENCE family 26 CACACACTGAA
LISTING (sulfate AGAAGTTCGCA
132)
transporter), GAGATTATGAR
member 2 GCCATTGGAAT
cc
(SEQUENCE
LISTING 61)
62 Hs.2246 NM_001308 CPN1 carboxypeptidase TCAAGTAAGCC
(SEQUENCE N, polypeptide CTGTGAGGAGA
LISTING 1, 50 kD GCTCCCAGCAG
133)
AAGGCACGGAG
T
(SEQUENCE
LISTING 62)
63 Hs.267871 NM_005177 ATP6VOAL ATPase, H+ AAATGCTTGATT
(SEQUENCE transporting, GCAGAGGTCTG
LISTING lysosomal VO GTGCCCTGTCA
134)
subunit a CCGACCTTGAC
isoform 1 TCCAT
(SEQUENCE
LISTING 63)
64 Hgs.75445 NM_004684 SPARCL1 SPARC-1like 1 CTGCGAGCATC
(SEQUENCE (mast9, hevin) TCTGGTGCCCA
LISTING TGGAACACTGC
135)
ATAACCCGTTTC
TTTGA
(SEQUENCE
LISTING 64)
65 Hg.39957 NM_016445 PLEK2 pleckstrin 2 TGGCGTTCCCA
(SEQUENCE (mouse) CTGGGGTTAAA
LISTING homolog GGGAATGTCCA
136)
GGGAAACCTCT
TCAAAG
(SEQUENCE
LISTING 65)
66 Hg.65029 NM_002048 GAS1 growth arrest- CGACTACTACG
(SEQUENCE specific 1 ATGAGGACTAC
LISTING GATGACGAGCA
137)
GCGCACCGG
(SEQUENCE
LISTING 66)
67 Hs.239926 NM_006745  SC4MOL sterol-C4-methyl GCTGGTTCTCG
(SEQUENCE oxidase-like GCATCATGATTT

18
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-continued
No Hs ID ACC No Discription Definition Oligo sequence
LISTING CCACCACATGA
138)
ACTTCATTGGAA
ACTATGCTTCAA
o
(SEQUENCE
LISTING 67)
68 Hs.59271 NM_006758 U2AF1 U2 (RNU2) small TCTGTGACAAC
(SEQUENCE nuclear RNA CTGGGAGACCA
LISTING auxillary factor CCTGGTGGGGA
139) 1
ACGTGTACGTC
AAGTTT
(SEQUENCE
LISTING 68)
69 Hs.8867 NM_001554 CYR61 cysteine-rich, CAAAACGCAGC
(SEQUENCE angiogenic CCTGCGACCAC
LISTING inducer, 61 ACCAAGGGGCT
140)
GGAATGCAACT
T
(SEQUENCE
LISTING 69)
70 He.50123 NM_003452 ZNF189 zine finger CAACAGCGCAG
(SEQUENCE protein 189 TCTTGTCAACCA
LISTING TCAGATGATCC
141)
ATGCAGAGGTG
AAAACCC
(SEQUENCE
LISTING 70)
71 Hs.82071 NM_006079 CITED2 Cbp/p300- CACCAGATGAA
(SEQUENCE interacting CGGGACAAACC
LISTING transactivator, AGCACTTCCGA
142)
with Glu/Asp- GATTGCAACCC
rich carboxy- CAAGCA
terminal domain, (SEQUENCE

2

LISTING 71)

From the above table, the HS ID of the 71 genes comprises:

Hs. 107213 Hs. 123107 Hs. 1369 Hs. 151254 Hs. 1526 Hs.
184270 Hs. 2043 Hs. 267871 Hs. 4935 Hs. 5509 Hs. 5662 Hs.
75990 Hs. 83384 Hs. 10029 Hs. 103982 Hs. 12314 Hs.
150557 Hs. 169266 Hs. 1827 Hs. 1869 Hs. 194148 Hs. 2352
Hs. 246885 Hs. 29665 Hs. 3235 Hs. 55209 Hs. 585 Hs. 62187
Hs. 63290 Hs. 699 Hs. 74111 Hs. 75103 Hs. 75117 Hs. 75236
Hs. 75258 Hs. 75498 Hs. 76913 Hs. 79889 Hs. 82173 Hs.
84072 Hs. 85146 Hs. 85844 Hs. 88219 Hs. 9914 Hs. 169319
Hs. 72805 Hs. 108301 Hs. 177926 Hs. 194746 Hs. 209061
Hs. 25087 Hs. 3017 Hs. 283664 Hs. 283664 Hs. 171992 Hs.
155172 Hs. 183418 Hs. 244473 Hs. 12835 Hs. 1650 Hs.
29981 Hs. 2246 Hs. 267871 Hs. 75445 Hs. 39957 Hs. 65029
Hs. 239926 Hs. 59271 Hs. 8867 Hs. 50123 Hs. 82071 etc.

We obtain said specific oligonucleotides sequences by
using analysis of OMP (Oligonucleotide Modeling Platform,
DNA Software, Inc., Ann Arbor, Mich.) DNA software, Said
gene sequences can act as a reagent, a biochip and a medicine
for detecting colorectal cancer shown in table 1.

According to the present invention, FIG. 2a and FIG. 2b are
views showing the primary screening. FIG. 3a and FIG. 36
are views showing affirmation to genes using Northern Blot-
ting method. FIGS. 4a and 4b are views showing quantity
expression of cancer tissue we search over progressive dis-
tinctive new genes among the carcinoma process of colorectal
cancer by using SSH method to build up CRA libraries and
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CRC libraries which make the comparison between
adenoma, adenocarcinoma and normal tissue, that obtain
over 5000 clones in per library; then randomly select about
3000 clones of cDNA from per library to dot on nylon mem-
brane as pre-screen by using Colony Hybridization shown in
FIG. 2a and FIG. 2b. The high expression colonies in col-
orectal cancer and adenoma are selected by the Colony
Hybridization and then the nucleic acid of cDNA after puri-
fication spot on glass chip by using microarray testing.

The expression profiles of the cDNA chips were derived
from a set of cDNA probes including adenoma, adenocarci-
noma and the corresponding normal tissue from the same
patient. Genes exhibiting at least three-fold greater intensities
in the adenocarcinoma or adenoma than in corresponding
normal tissue samples were considered significant. The sig-
nificant up-regulated genes were then further confirmed by
Northern blot (FIG. 3a and FIG. 3b) and subsequently
sequenced. Northern analysis of each set of cDNA genes on
the chip revealed that 36 genes were detected as up-regulated
in adenoma compared to normal, and 54 genes were detected
as up-regulated in carcinoma as compared to the normal
control. A set of 23 genes with serial increase of genes expres-
sion from adenoma to carcinoma was identified.

Further, comparison is made by using EMBL/GenBank
libraries of NCBI/BLAST program, there are 3 unknown
functional genes among 23 identified genes including ectopic
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viral integration site 2B (Genbank accession no.NM-006495)
Homo sapiens chromosome 21¢g22.1 anonymous mRNA
sequence (Genebank accession n0.AF003738) and Homo
sapiens DMR protein mRNA (Genbank accession
n0.AF327354), and another 20 functional genes. Among
these 20 functional genes, 6 genes are CRC-related (such as
TMA4SF3), 14 genes are CRC-unrelated (such as ATP2A2).
Moreover, we obtain ¢cDNAs of three patients who suffer
from adenoma and adenocarcinama simultaneously and four
colorectal cancer patients to affirm variation of 23 identified
genes, result shown that were at least 3-fold higher in mRNA
expression level in the adenocarcinoma tissues compared
with normal samples, and the level gradually increased from
colorectal adenomas to adenocarcinomas shown in FIG. 4a
and FIG. 4b.

Now, methods of clinical diagnosis for detecting colorectal
cancer are fecal occult blood test, image test, tumor label and
colonoscopy. In each of these methods, we can generalize
purpose of the present invention according to disadvantage of
these methods.

1. Early Diagnosis

If patient undergo colorectal cancer before tumor cells
spread out, five-year survival rate can be achieved over 90%.
A certain number of tumor cells are needed for traditional
detection by using tumor label method. In the case of image
test, normally, correctly affirmation can be made easier when
tumor become large. It is high invasion and price to make low
acceptance for the patient in the colonoscopy that can not
suitable for early diagnosis. Because of the process of circu-
lating of tumor cells, different expression certainly happen
among the genes. In the process of proliferation of early
tumor cells, the dying cells cause molecule of ribonucleic
acid to release into blood circulation. And, early diagnosis
can be offered by the detection of using the constructed oli-
gonucleotide biochip which is discharged from small number
of tumor cells in the peripheral blood.

2. Specificity and Sensitivity

Fecal occult blood test has shortcomings for high false
positives and false negatives to low specificity and sensitivity
of'the method, therefore the method is merely a first screening
tool and the tumor label method is also not high specificity
and sensitivity. But, we use these genes to detect peripheral
blood of 100 CRC patients, peripheral blood of 50 healthy
people and 40 other cancer-related patients as controls shown
in FIG. 1, these genes can detect 88 colorectal cancer patients
for remarkable sensitivity of 88% (®%100) and specificity of
90% (°%100) in the clinical analysis.

3. Safety

The colonoscopy has high invasion and price to make low
acceptance for patient in the mass screening tool of early
diagnosis. Because sample collection is convenience and low
invasion, Peripheral blood test of patient is a diagnosis
method of genes, that is suitable to mass screening clinical
application.

Please refer to FIG. 5, showing another preferred embodi-
ment according to the present invention. We choose genes of
colorectal cancer and vector that express simultaneously in
eukaryotic and prokaryotic to form recombination genes, and
then form eukaryotic transformant cell by using and further
form prokaryotic transfectant cell, and then obtain secreted
protein by using extract of genes having said recombination
genes, and obtain antibody from said secreted protein
immune animals for making of protein testing reagent, col-
orectal vaccine and colorectal protein medicine for colorectal
cancet.
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The present invention may be embodied in other specific
forms without departing from the spirit of the essential
attributes thereof; therefore, the illustrated embodiment
should be considered in all respects as illustrative and not
restrictive, reference being made to the appended claims
rather than to the foregoing description to indicate the scope
of the invention.

TABLE 1

Assessment of clinical testing result for
colorectal cancer biochip

No. Age Sex  diagnosis Stage result
1 43 F Colon cancer C1 P
2 35 F Colon cancer B2 P
3 68 M Colon adenoma P
4 56 F Colon cancer C2 P
5 32 F Colon cancer B1 N
6 65 M Colon cancer B2 P
7 46 M Colon cancer C1 P
8 67 M Colon cancer C1 P
9 58 F Colon cancer C1 P

10 45 M Colon cancer B2 P
11 62 F Colon adenoma P
12 64 F Colon cancer C2 P
13 58 F Colon cancer A N
14 76 M Colon cancer C1 P
15 38 M Colon cancer B2 P
16 67 M Colon cancer C1 P
17 86 F Colon adenoma P
18 47 F Colon cancer C2 P
19 56 M Colon cancer B1 P
20 67 F Colon cancer B2 P
21 43 F Colon adenoma P
22 65 M Colon cancer A P
23 43 F Colon cancer C2 P
24 54 M Colon cancer B1 P
25 34 F Colon cancer B2 P
26 76 F Colon adenoma P
27 66 M Colon cancer B2 P
28 78 F Colon cancer B1 P
29 57 M Colon cancer B2 P
30 74 M Colon adenoma P
31 65 F Colon cancer B1 P
32 64 F Colon cancer B2 P
33 62 M Colon cancer B1 P
34 46 M Colon cancer B2 P
35 54 F Colon cancer B1 P
36 58 F Colon cancer B1 P
37 64 F Colon adenoma P
38 56 M Colon cancer B1 P
39 67 M Colon cancer B2 P

40 48 F Colon cancer B1 P

41 55 M Colon cancer B1 P

42 64 F Colon adenoma P

43 58 F Colon cancer C1 P

44 65 M Colon cancer C1 P

45 66 M Colon cancer C2 P

46 43 M Colon cancer C1 P

47 26 F Colon cancer C2 P

48 54 M Colon cancer C1 P

49 59 F Colon cancer C2 P

50 71 F Colon adenoma N
51 37 M Colon cancer C1 P
52 47 F Colon cancer C1 P
53 62 M Colon cancer C2 P
54 47 M Colon adenoma P
55 55 F Colon cancer B2 P
56 48 M Colon cancer B1 P
57 66 F Colon cancer B2 P
58 64 M Colon cancer B1 N
59 30 M Colon cancer B1 P
60 56 F Colon cancer B2 P
61 46 M Colon cancer B1 P
62 67 F Colon cancer B2 P
63 35 M Colon cancer B1 P
64 45 F Colon cancer B1 P
65 86 F Colon cancer B2 P
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TABLE 1-continued TABLE 1-continued
Assessment of clinical testing result for Assessment of clinical testing result for
colorectal cancer biochip 5 colorectal cancer biochip
No Age Sex diagnosis Stage result No. Age Sex  diagnosis Stage result
66 54 M Colon cancer B1 P
67 57 M Colon cancer c1 P 99 62 M Colon cancer C2 P
68 76 F Colon cancer 2 P 100 54 F Colon cancer C1 P
69 46 M Colon cancer Cl P 10
70 68 M Colon cancer B2 P
71 45 F Colon cancer B1 P
72 87 M Colon cancer B1 P
73 53 M Colon cancer C1 P
74 58 F Colon cancer A P Controls
75 54 M Colon cancer B1 P 15
76 67 F Colon cancer Cc2 P NO Age Sex Diagnosis result
77 56 F Colon cancer A N
78 35 M Colon adenoma P 1 76 F Breast cancer N
79 79 F Colon cancer B2 P 2 35 F Breast cancer N
80 82 M Colon cancer Cc2 P 3 74 F Breast cancer P
81 76 M Colon cancer C2 P 4 57 F Gastric cancer N
82 54 F Colon cancer Cl P 20 5 87 F Breast cancer N
83 42 M Colon cancer B1 P 6 55 M Gastic cancer N
84 68 M Colon cancer B1 P 7 35 M NPC N
85 27 M Colon cancer B2 P 8 78 F Breast cancer N
86 67 F Colon cancer B2 P 9 65 M NPC N
87 46 M Colon adenoma N 10 55 F Breast cancer N
88 76 F  Colon cancer Bl P 25 11 54 M NPC N
89 44 MF Colon cancer B1 P 12 67 F normal N
90 56 F Colon cancer B2 P 13 86 M Gastic cancer P
91 65 M Colon cancer Cc2 P 14 53 F NPC N
92 57 F Colon cancer C1 P 15 58 F normal N
93 67 M Colon cancer B1 P 16 78 F Breast cancer N
94 78 F Colon adenoma P 30 17 45 M normal N
95 56 F Colon cancer C1 P 18 78 F normal N
96 56 M Colon cancer C1 P 19 87 F normal N
97 45 F Colon cancer B1 P 20 45 M normal N
98 63 F Colon cancer B2 P
SEQUENCE LISTING

<160> NUMBER OF SEQ ID NOS: 142

<210> SEQ ID NO 1

<211> LENGTH: 52

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 1

catcatagga aacgttcceg ctcectegateg gggtcagatt cagatgatga tg 52

<210> SEQ ID NO 2

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 2

gecttetgte geegtcagag tgctgtetta tgtgaagtgg atcgaggaca 50

<210> SEQ ID NO 3

<211> LENGTH: 52

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 3

gggcagtcaa tggtcagata ttgaagagtt ctgcaategt agctgegagg tg 52
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-continued

26

<210> SEQ ID NO 4

<211> LENGTH: 41

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 4

tggaaccacc tgtactgtct cecggetgggg cactaccacg a

<210> SEQ ID NO 5

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 5

catcggcate ttegggecagg atgaggacgt gacgtcaaaa gctttcacag
<210> SEQ ID NO 6

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 6

tgaccactta cggaaagaag caagtgaccce ccagccagaa gaagcagatg
<210> SEQ ID NO 7

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 7

agatcttcaa gtctgatgge ctgaggggge tctaccaggg tttcaacgte
<210> SEQ ID NO 8

<211> LENGTH: 57

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 8

ggacagaaag gaattcagtg tttcctggta gtggttgcac tactgtgtgt accttgg

<210> SEQ ID NO 9

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 9

ggaaaggata cgggacaatg agaacagaac ttcacaaggce cccgtgaagce
<210> SEQ ID NO 10

<211> LENGTH: 62

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 10

gecectgeca ccagtagatt ttatgaaaaa ccaagaagat tccaaccttyg agatccagtg

tc

<210> SEQ ID NO 11

<211> LENGTH: 45

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 11

41

50

50

50
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50
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atgactgage agatgaccct tegtggeace ctcaagggece

<210> SEQ ID NO 12

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 12

aggctgttgyg agataaactt cctgaatgtg aagcagatga
<210> SEQ ID NO 13

<211> LENGTH: 65

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 13

ccgaactcaa ggagctcate aacaatgage ttteccattt

aggag

<210> SEQ ID NO 14

<211> LENGTH: 51

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 14

caccggaaag aaggtgggaa ctgectectga gaatgtgtat
<210> SEQ ID NO 15

<211> LENGTH: 52

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 15

gggcatgget atagecttgg ctgtgatatt gtgtgctaca
<210> SEQ ID NO 16

<211> LENGTH: 51

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 16

caacaccaca gacagctgca ggactcgata tccatggett
<210> SEQ ID NO 17

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 17

ttccacccca gcatgatcaa gegatcgaaa aaggegetgg
<210> SEQ ID NO 18

<211> LENGTH: 53

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 18

ceggtetegyg gatgatgatt atgaaacaat agecatgtece
<210> SEQ ID NO 19

<211> LENGTH: 40

<212> TYPE: DNA
<213> ORGANISM: Homo sapiens

acaac

cggetgeceyg

cttagaggaa atcaaagagc

gtcaacacag ¢

gttgttcaag gc

ctttccatca ¢

ccaacgettt

acgatgcaca cag

45
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<400> SEQUENCE: 19

caagcgggag gaggtggaga agcttctcaa cggetctgeg

<210> SEQ ID NO 20

<211> LENGTH: 49

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 20

gccaacggga tcggtcegett ggttatcgga cagaatggaa tcctceteca

<210> SEQ ID NO 21

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 21

caagtgtgag ccattatgga gcagaaccca ctacagtgtce accatgtcceg
<210> SEQ ID NO 22

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 22

tegtetgett tgctggacag cttetgecaat gcagcaaaaa agectctcecce
<210> SEQ ID NO 23

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 23

ccaagattct aggacaaaca cagcgtatgt gggctctgea gtcatgacceg
<210> SEQ ID NO 24

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 24

cacgagcect tctetgtgac tgaggattac cegetccate catccaagat
<210> SEQ ID NO 25

<211> LENGTH: 42

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 25

ttcagetgtyg gecteggecat tgtaggeggt ggcaagagag gt

<210> SEQ ID NO 26

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 26

taaagtggge tcattgtcat ccccaageca ggccagttet ccaggtggaa
<210> SEQ ID NO 27

<211> LENGTH: 50
<212> TYPE: DNA

40
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<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 27

geccaaggee acaggggtec tttatgatta tgtcaacaag taccactggg
<210> SEQ ID NO 28

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 28

tcttgtectt cggcagegtyg gecgetagte atatcgagga tcaagcagaa
<210> SEQ ID NO 29

<211> LENGTH: 53

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 29

catgaactge tggcecttge ttgtgattgg tggttectet gaaagaaacce aag
<210> SEQ ID NO 30

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 30

agccgggata aacccctgaa ggatgtgate atcgcagact geggcaagat
<210> SEQ ID NO 31

<211> LENGTH: 45

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 31

agcgaggaag agctggaaca cagccaggac acagacgegg atgat
<210> SEQ ID NO 32

<211> LENGTH: 54

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 32

cggaaggtge tgagaaaaaa cagcagatgg ctecgagaata cagagagaaa attg
<210> SEQ ID NO 33

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 33

tgacttctat ttgtgtgaaa tggectttece cegggtcaag ccagcacctg
<210> SEQ ID NO 34

<211> LENGTH: 51

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 34

gecaccatgga gcctcaggtg tcaaatggte cgacatccaa tacaagcaat g

<210> SEQ ID NO 35
<211> LENGTH: 50

50

50
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50

45

54
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51
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33

-continued

34

<212> TYPE: DNA
<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 35

caccgaagcece aggaagecce gtttgtaage gtgtgttgtg gtgetttatt
<210> SEQ ID NO 36

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 36

gctactccac ctetgeggeg aatcagaage agcaagcaac tttgactget
<210> SEQ ID NO 37

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 37

gtttcttace cggtctgagt acgacagggg cgtgaatact tttteteceg
<210> SEQ ID NO 38

<211> LENGTH: 53

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 38

gctatgaaca tgctgctaac tgttacacac acgcattcct cattgtteeg gece
<210> SEQ ID NO 39

<211> LENGTH: 45

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 39

tttgtggtac cccagecegt tgtgcagagt tcaaagecte cggtg
<210> SEQ ID NO 40

<211> LENGTH: 62

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 40

gcaatgactc tcaagcaatt tttggttctg aagatgtagg ctctagetcce tacgttgetg

tg

<210> SEQ ID NO 41

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 41

ctcatgacte cgccaactgt gaattgectt tgttaaccce gtgcagcaag
<210> SEQ ID NO 42

<211> LENGTH: 49

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 42

ttcatggaca accctttega gttcaaccce gaggacccca tcecectgtet

50

50

50
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-continued

36

<210> SEQ ID NO 43

<211> LENGTH: 65

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 43

cccagtcaga aagtcaagga gaccttggtt attatgaaag atgtgagete aagccttcag
aacag

<210> SEQ ID NO 44

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 44

ccctgacagt aagteggatg agectgtetg tgccagtgac aatgccactt

<210> SEQ ID NO 45

<211> LENGTH: 65

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 45

cagggatcte aggaaggaca tttcagtgaa atgatattta ctcctgaaga catgcccact
ttcag

<210> SEQ ID NO 46

<211> LENGTH: 59

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 46

ggcatggcag caaatgccaa cattttgtgg aatagcagca aatctacaag agaccctgg
<210> SEQ ID NO 47

<211> LENGTH: 66

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 47

gacacctaca ggttatccag actactactc agattgccag ctttaagact gatgaatget
accatc

<210> SEQ ID NO 48

<211> LENGTH: 56

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 48

cccagtgacg accaaactca aagatgtaca gaggcagtta aaagcactge ttecte
<210> SEQ ID NO 49

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 49

acgtcagaga ttgtgtctga accgtectge tctctagete tgacggatga

<210> SEQ ID NO 50
<211> LENGTH: 48

60

65

50

60

65

59
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37

-continued

38

<212> TYPE: DNA
<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 50

tcacggectyg gagttettgt teecgggactg caggaatgte tegeagtt
<210> SEQ ID NO 51

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 51

taatccttat gegegtaace gtecteectt tggtcaggge tatacccaac
<210> SEQ ID NO 52

<211> LENGTH: 53

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 52

gatcaaagce agagaggagc ctatggaatg tggatcaaat gecagttgtg acg
<210> SEQ ID NO 53

<211> LENGTH: 67

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 53

gaaccacaac aagaggatga tgagtttctt atggcgactg atgtagatga tagatttgag

accctygyg

<210> SEQ ID NO 54

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 54

ctcagggaga tggatttget cgttgtttte ttecectectt ccecttectg

<210> SEQ ID NO 55

<211> LENGTH: 57

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 55

cegtggatgt gtatgggatt gtgtatgace ttecgaatgea taggecttta atggtge
<210> SEQ ID NO 56

<211> LENGTH: 55

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 56

geccagetta tcataaacac tgagaaaact gtgattgget ctgttetget geggg
<210> SEQ ID NO 57

<211> LENGTH: 52

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 57

cgagaaaatyg aaaaccacct cttggttgtt ccagagtcac ggttcgaccg ag

48

50

53
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67
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39

-continued

40

<210> SEQ ID NO 58

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 58

tcegggattyg ttactgtecag tgttggecat tgccacccaa aggtgaatge
<210> SEQ ID NO 59

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 59

gagcccgatyg acgctgaact agtaaggetce agtaagagge tggtggagaa
<210> SEQ ID NO 60

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 60

tcagcccect attacacctg acgtggagac tttccaaaac accgtaggag
<210> SEQ ID NO 61

<211> LENGTH: 57

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 61

cagcagggat ccacacactg aaagaagttc gcagagatta tgaagccatt ggaatce
<210> SEQ ID NO 62

<211> LENGTH: 45

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 62

tcaagtaage cctgtgagga gagctcccag cagaaggcac ggagt
<210> SEQ ID NO 63

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 63

aaatgcttga ttgcagaggt ctggtgecct gtcaccgace ttgactccat
<210> SEQ ID NO 64

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 64

ctgcgageat ctetggtgee catggaacac tgcataacce gtttetttga
<210> SEQ ID NO 65

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 65

tggcegttece actggggtta aagggaatgt ccagggaaac ctcttcaaag

50

50

50

57

45

50

50
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41

-continued

42

<210> SEQ ID NO 66

<211> LENGTH: 42

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 66

cgactactac gatgaggact acgatgacga gcagcgcace gg
<210> SEQ ID NO 67

<211> LENGTH: 59

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 67

getggttete ggcatcatga tttcecaccac atgaacttea ttggaaacta tgcttcaac

<210> SEQ ID NO 68

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 68

tctgtgacaa cctgggagac cacctggtgg ggaacgtgta cgtcaagttt

<210> SEQ ID NO 69

<211> LENGTH: 45

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 69

caaaacgcag ccctgegace acaccaaggg gctggaatge aactt

<210> SEQ ID NO 70

<211> LENGTH: 52

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 70

caacagcgca gtcttgtcaa ccatcagatg atccatgecag aggtgaaaac cc

<210> SEQ ID NO 71

<211> LENGTH: 50

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 71

caccagatga acgggacaaa ccagcacttce cgagattgca accccaagca

<210> SEQ ID NO 72

<211> LENGTH: 1424

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 72

gatgaaacga aaagaatctg catttaagag tatgttaaaa caagctgctce
attggatgct gtctgggaag atatccgtga gagatttgta aaagagccag
cataactcta gaatctgaaa gaaaacgaat atttaaagat tttatgcatg
tgaatgtcag catcatcatt caaagaacaa gaaacattct aagaaatcta

taggaaacgt tcccgetete gateggggte agattcagat gatgatgata

ctcecgataga
catttgagga
tgcttgagca
aaaaacatca

gccattcaaa

42
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gaaaaaaaga cagcgatcag agtctcgttc tgcttcagaa cattcttcta gtgcagagtce 360
tgagagaagt tataaaaagt caaaaaagca taagaagaaa agtaagaaga ggagacataa 420
atctgactcet ccagaatccg atgctgageg agagaaggat aaaaaagaaa aagatcggga 480
aagtgaaaaa gacagaacta gacaaagatc agaatcaaaa cacaaatcgc ctaagaaaaa 540
gactggaaag gattctggta attgggatac ttctggcagce gaactgagtg aaggggaatt 600
ggaaaagcgce agaagaacce ttttggagca actggatgat gatcaataaa ttataccaaa 660
tatatgttta cagtatgatt taaagtctga ttcagaccag ggactctatt ttaagttcaa 720
ctgaaataac actgggtttt aattatatca caggaaaaaa aaagtgcatt taagtattgt 780
tatcgtggac tttataaaag caaaggaaat tgaaagtaac ttttgattct gtatcaagaa 840
tcatatttte atacagtcat aactgtcttt ctgtgaccct ttcacaggge actgtaggat 900
ggattaaagyg tggcaattta ctgataactg cagatgtctce tactttgttc taaaatctaa 960
gtcataaggt gatttgattt actttataga agctggattt tgaagatcta atgaaaaatt 1020
ttttgataat atagtagtac aaaaaaagca ccagcaactg ataaaaattg cttttttgtg 1080
cgctacccaa ctggttaaag ccaatgtgat cttttatggt gaaactccta agaaacaggt 1140
ggttttgctyg gaaacttggt agacccttaa ttatagtggt gctaatgagc actactgtaa 1200
tataaagcca ccattatttt ttatcaaaca tctgaataca ttttacaaag gctattgtga 1260
gggcattatt ttgagcatct attttgaggt gatgtttaaa aaaactttaa catcaaatca 1320
aattgtaaat taatttaaat atattgcctt aaggacctac taaagaatgt gccaccagac 1380
tttaagtgat agttgcaata tccttgtcta aaaaaaaaaa aaaa 1424
<210> SEQ ID NO 73
<211> LENGTH: 874
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 73
agttecctcca cctgetggece cctggacace tetgtcacca tgtggttect ggttetgtge 60
ctegecctgt ccocotgggggyg gactggtget gegecccega ttcagtceceyg gattgtggga 120
ggctgggagt gtgagcagca ttcccagece tggcaggegg ctetgtacca tttcagcact 180
ttccagtgtyg ggggcatcct ggtgcaccge cagtgggtge tcacagetge tcattgcate 240
agcgacaatt accagctcectg getgggtege cacaacttgt ttgacgacga aaacacagcce 300
cagtttgtte atgtcagtga gagcttccca caccctgget tcaacatgag cctectggag 360
aaccacacce gccaagcaga cgaggactac agccacgacce tcatgetget ccgectgaca 420
gagectgetyg ataccatcac agatgetgtg aaggtegtgg agttgceccac cgaggaacce 480
gaagtgggga gcacctgttt ggcttcegge tggggcagca tcgaaccaga gaatttctca 540
tttccagatg atcteccagtyg tgtggacctce aaaatcctge ctaatgatga gtgcaaaaaa 600
geecacgtee agaaggtgac agacttcatg ctgtgtgteg gacacctgga aggtggcaaa 660
gacacctgtyg tgggtgattc agggggcccg ctgatgtgtg atggtgtget ccaaggtgte 720
acatcatggg gctacgtcce ttgtggecacce ceccaataage cttetgtege cgtcagagtg 780
ctgtecttatg tgaagtggat cgaggacacc atagcggaga actcctgaac gcccagecct 840
gtccectace cccagtaaaa tcaaatgtge atcce 874

<210> SEQ ID NO 74
<211> LENGTH: 2308
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<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 74
cceggggegt atgacgecgg ageccctetga cegcacctet gaccacaaca aacccectact 60
ccaccegtet tgtttgtecce acccttggtyg acgcagagece ccageccaga ccccgeccaa 120
agcactcatt taactggtat tgcggagcca cgaggcttet gettactgea actegetcecg 180
geegetggge gtagetgcega ctceggeggag tecceggegge gegtecttgt tcetaaccegyg 240
cgegecatga cegtegegeg gecgagegtyg cecgeggege tgccectect cggggagetyg 300
cceeggetge tgctgetggt getgttgtge ctgecggecyg tgtggggtga ctgtggectt 360
cceccagatg tacctaatge ccagccaget ttggaaggece gtacaagttt tcccgaggat 420
actgtaataa cgtacaaatg tgaagaaagc tttgtgaaaa ttcctggega gaaggactca 480
gtgatctgee ttaagggcag tcaatggtca gatattgaag agttctgcaa tcgtagetge 540
gaggtgccaa caaggctaaa ttctgcatce ctcaaacage cttatatcac tcagaattat 600
tttccagteg gtactgttgt ggaatatgag tgccgtccag gttacagaag agaaccttcet 660
ctatcaccaa aactaacttg ccttcagaat ttaaaatggt ccacagcagt cgaattttgt 720
aaaaagaaat catgccctaa tccgggagaa atacgaaatyg gtcagattga tgtaccaggt 780
ggcatattat ttggtgcaac catctcctte tcatgtaaca cagggtacaa attatttgge 840
tcgacttceta gtttttgtet tatttcagge agetctgtece agtggagtga cccgttgcca 900
gagtgcagag aaatttattg tccagcacca ccacaaattg acaatggaat aattcaaggg 960
gaacgtgacc attatggata tagacagtct gtaacgtatg catgtaataa aggattcacc 1020
atgattggag agcactctat ttattgtact gtgaataatg atgaaggaga gtggagtggc 1080
ccaccacctg aatgcagagg aaaatctcta acttccaagg tcccaccaac agttcagaaa 1140
cctaccacag taaatgttcc aactacagaa gtctcaccaa cttctcagaa aaccaccaca 1200
aaaaccacca caccaaatgc tcaagcaaca cggagtacac ctgtttccag gacaaccaag 1260
cattttcatg aaacaacccc aaataaagga agtggaacca cttcaggtac tacccgtcett 1320
ctatctgggce acacgtgttt cacgttgaca ggtttgcttg ggacgctagt aaccatgggce 1380
ttgctgactt agccaaagaa gagttaagaa gaaaatacac acaagtatac agactgttcc 1440
tagtttctta gacttatctg catattggat aaaataaatg caattgtgct cttcatttag 1500
gatgctttca ttgtctttaa gatgtgttag gaatgtcaac agagcaagga gaaaaaaggc 1560
agtcctggaa tcacattctt agcacaccta cacctcttga aaatagaaca acttgcagaa 1620
ttgagagtga ttcctttect aaaagtgtaa gaaagcatag agatttgttc gtatttagaa 1680
tgggatcacg aggaaaagag aaggaaagtg atttttttcc acaagatctg taatgttatt 1740
tccacttata aaggaaataa aaaatgaaaa acattatttg gatatcaaaa gcaaataaaa 1800
acccaattca gtctcecttecta agcaaaattg ctaaagagag atgaaccaca ttataaagta 1860
atctttggct gtaaggcatt ttcatcttte cttegggttg gcaaaatatt ttaaaggtaa 1920
aacatgctgg tgaaccaggg gtgttgatgg tgataaggga ggaatataga atgaaagact 1980
gaatcttecect ttgttgcaca aatagagttt ggaaaaagcc tgtgaaaggt gtcttctttg 2040
acttaatgtc tttaaaagta tccagagata ctacaatatt aacataagaa aagattatat 2100
attatttctg aatcgagatg tccatagtca aatttgtaaa tcttattctt ttgtaatatt 2160
tatttatatt tatttatgac agtgaacatt ctgattttac atgtaaaaca agaaaagttg 2220
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aagaagatat gtgaagaaaa atgtattttt cctaaataga aataaatgat cccatttttt 2280
ggtaaaaaaa aaaaaaaaaa aaaaaaaa 2308
<210> SEQ ID NO 75
<211> LENGTH: 1927
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 75
tgccagccca agtcggaact tggatcacat cagatcctet cgagctccag caggagaggce 60
ccttectege ctggecagece ctgagegget cagcagggca ccatggcaag atcecttete 120
ctgceectge agatcttact getatcctta gecttggaaa ctgcaggaga agaagceccag 180
ggtgacaaga ttattgatgg cgccccatgt gcaagaggct cccacccatg gcaggtggece 240
ctgctecagtyg gcaatcagcet ccactgegga ggegtcectgyg tcaatgageg ctgggtgcete 300
actgccgece actgcaagat gaatgagtac accgtgcace tgggcagtga tacgetggge 360
gacaggagag ctcagaggat caaggcctceg aagtcattce gecacccecegg ctactccaca 420
cagacccatg ttaatgacct catgctegtg aagctcaata gccaggccag gctgtcatce 480
atggtgaaga aagtcaggct gcccteeege tgegaaccee ctggaaccac ctgtactgte 540
tceggetggg gcactaccac gagcccagat gtgaccttte cctetgaccet catgtgegtg 600
gatgtcaage tcatctccee ccaggactgce acgaaggttt acaaggactt actggaaaat 660
tccatgetgt gegetggcat ccccgactcee aagaaaaacyg cctgcaatgyg tgactcaggg 720
ggaccgttygyg tgtgcagagg taccctgcaa ggtcetggtgt cctggggaac ttteccttge 780
ggccaaccca atgacccagg agtctacact caagtgtgca agttcaccaa gtggataaat 840
gacaccatga aaaagcatcg ctaacgccac actgagttaa ttaactgtgt gcttccaaca 900
gaaaatgcac aggagtgagg acgccgatga cctatgaagt caaatttgac tttaccttte 960
ctcaaagata tatttaaacc aacctcatgc cctgttgata aaccaatcaa attggtaaag 1020
acctaaaacc aaaacaaata aagaaacaca aaaccctcag tgctggagaa gagtcagtga 1080
gaccagcact ctcaaacact ggaactggac gttcgtacag tcectttacgga agacacttgg 1140
tcaacgtaca ccgagaccct tattcaccac ctttgaccca gtaactctaa tcecttaggaag 1200
aacctactga aacaaaaaaa atccaaaatg tagaacaaga cttgaattta ccatgatatt 1260
atttatcaca gaaatgaagt gaaaccatca aacatgttcc aaaagtacca gatggcttaa 1320
ataatagtct ggcttggcac aacgatgttt tttttctttg agacagagtc tectgttgett 1380
gggctgcaat gcagtgatgc aatcttggct cactgcaacc tceccgectect gggttcaagt 1440
gattctcgtyg cttcagecte ccaagtacct gggactacag gtgtgcacca ccacaccagg 1500
ctaatttttt gtgtattttt actagagaca gggtttcacc atgttggcca gcgtggtcett 1560
gaacgcctga cctcagatga tccacccacce ttggectcec aaagtgctgg gattacagge 1620
atgagccacc acggccagcec cacaatgata ttacaaacct attaaaaatg atacttagac 1680
agaattgtca gtattattca agaacattta ggctatagga tgttaaatga caaaaggaag 1740
gacaaaaata tatatgtatg tgaccctacc cataaaaaat gaaatattca cagaatcaga 1800
tctgaaaaca catgtcccag actgcatact ggggtcgtca tgaggtgtcet ccecttecttet 1860
gtgtactttt ccttgaatgt gcacttttat aacatgaaaa ataaaggtgg ggaaaaaagt 1920
ctgaaga 1927
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<210> SEQ ID NO 76
<211> LENGTH: 3942
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 76
gggtgattca gcgeccggeg aggcggaage ggccgcaaga ggaggagggg agageccgtce 60
cgegectggg ctceeeggggt ggcacgagece cgeggcecgga gtgcgaggeyg gaggegagga 120
ggcegeggygy acgggaggceg aggecggecg ggcccccgaa gecatggaga acgcgcacac 180
caagacggtg gaggaggtgc tgggccactt cggcgtcaac gagagtacgyg ggctgagcect 240
ggaacaggtc aagaagctta aggagagatg gggctccaac gagttaccgg ctgaagaagg 300
aaaaaccttg ctggaacttg tgattgagca gtttgaagac ttgctagtta ggattttatt 360
actggcagca tgtatatctt ttgttttgge ttggtttgaa gaaggtgaag aaacaattac 420
agcctttgta gaaccttttg taattttact catattagta gccaatgcaa ttgtgggtgt 480
atggcaggaa agaaatgctg aaaatgccat cgaagccctt aaggaatatg agcctgaaat 540
gggcaaagtyg tatcgacagg acagaaagag tgtgcagcgg attaaagcta aagacatagt 600
tcctggtgat attgtagaaa ttgctgttgg tgacaaagtt cctgctgata taaggttaac 660
ttccatcaaa tctaccacac taagagttga ccagtcaatt ctcacaggtg aatctgtcte 720
tgtcatcaag cacactgatc ccgtcecctga cccacgaget gtcaaccaag ataaaaagaa 780
catgctgttt tctggtacaa acattgetge tgggaaaget atgggagtgyg tggtagcaac 840
tggagttaac accgaaattg gcaagatccg ggatgaaatyg gtggcaacag aacaggagag 900
aacacccctt cagcaaaaac tagatgaatt tggggaacag ctttccaaag tcatctccct 960
tatttgcatt gcagtctgga tcataaatat tgggcacttc aatgacccgg ttcatggagg 1020
gtcectggate agaggtgcta tttactactt taaaattgca gtggccctgg ctgtagcage 1080
cattcctgaa ggtctgcetg cagtcatcac cacctgectg gectcttggaa ctcecgcagaat 1140
ggcaaagaaa aatgccattg ttcgaagcct cccgtcetgtg gaaacccttg gttgtactte 1200
tgttatctge tcagacaaga ctggtacact tacaacaaac cagatgtcag tctgcaggat 1260
gttcattctyg gacagagtgg aaggtgatac ttgttccctt aatgagttta ccataactgg 1320
atcaacttat gcacctattg gagaagtgca taaagatgat aaaccagtga attgtcacca 1380
gtatgatggt ctggtagaat tagcaacaat ttgtgctctt tgtaatgact ctgctttgga 1440
ttacaatgag gcaaagggtg tgtatgaaaa agttggagaa gctacagaga ctgctctcac 1500
ttgcctagta gagaagatga atgtatttga taccgaattg aagggtcttt ctaaaataga 1560
acgtgcaaat gcctgcaact cagtcattaa acagctgatg aaaaaggaat tcactctaga 1620
gttttcacgt gacagaaagt caatgtcggt ttactgtaca ccaaataaac caagcaggac 1680
atcaatgagc aagatgtttg tgaagggtgc tcctgaaggt gtcattgaca ggtgcaccca 1740
cattcgagtt ggaagtacta aggttcctat gacctctgga gtcaaacaga agatcatgtce 1800
tgtcattcga gagtggggta gtggcagcga cacactgcga tgcctggccce tggccactca 1860
tgacaaccca ctgagaagag aagaaatgca ccttgaggac tctgccaact ttattaaata 1920
tgagaccaat ctgaccttecg ttggctgcgt gggcatgetg gatcctccga gaatcgaggt 1980
ggcctectee gtgaagetgt gccggcaage aggcatccgg gtcatcatga tcactgggga 2040
caacaagggc actgctgtgg ccatctgtcg ccgcatcegge atctteggge aggatgagga 2100
cgtgacgtca aaagctttca caggccggga gtttgatgaa ctcaacccct ccgcecccageg 2160
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agacgcctgce ctgaacgccc getgttttge tcgagttgaa ccctcecccaca agtctaaaat 2220
cgtagaattt cttcagtctt ttgatgagat tacagctatg actggcgatg gcegtgaacga 2280
tgctectget ctgaagaaag ccgagattgg cattgctatg ggctctggca ctgecggtggce 2340
taaaaccgcce tctgagatgg tcectggegga tgacaacttce tccaccattg tggectgecegt 2400
tgaggagggg cgggcaatct acaacaacat gaaacagttc atccgctacc tcatctcegte 2460
caacgtcggg gaagttgtet gtattttcecct gacagcagec cttggattte ccgaggettt 2520
gattcctgtt cagctgectct gggtcaatct ggtgacagat ggcctgcctg ccactgcact 2580
ggggttcaac cctectgate tggacatcat gaataaacct ccccggaacc caaaggaacce 2640
attgatcagc gggtggctet ttttceccegtta cttggctatt ggctgttacg teggegetgce 2700
taccgtgggt getgctgcat ggtggttcat tgctgctgac ggtggtccaa gagtgtectt 2760
ctaccagctg agtcatttcecc tacagtgtaa agaggacaac ccggactttg aaggcgtgga 2820
ttgtgcaatc tttgaatccc catacccgat gacaatggcg ctctcectgtte tagtaactat 2880
agaaatgtgt aacgccctca acagcttgtce cgaaaaccag tccttgctga ggatgccccce 2940
ctgggagaac atctggctcecg tgggctccat ctgectgtecce atgtcactcece acttectgat 3000
cctctatgte gaacccttge cactcatctt ccagatcaca ccgctgaacg tgacccagtg 3060
gctgatggtyg ctgaaaatct ccttgccegt gattctcatg gatgagacgc tcaagtttgt 3120
ggccecgcaac tacctggaac ctgcaatact ggagtaaccg cttcectaaac cattttgcag 3180
aaatgtaagg gtgttcggtt gcgtgcatgt gcgtttttag caacacatct accaaccctg 3240
tgcatgactg atgttgggga aaaagaaaag taaaaaactt cccaactcac tttgtgttat 3300
gtggaggaaa tgtgtattac caatggggtt gttagctttt aaatcaaaat actgattaca 3360
gatgtacaat ttagcttaat cagaaagcct ctccagagaa gtttggtttce tttgctgcaa 3420
gaggaatgag gctctgtaac cttatctaag aacttggaag ccgtcagcca agtcgccaca 3480
tttctetgca aaatgtcata gcttatataa atgtacagta ttcaattgta atgcatgect 3540
tcggttgtaa gtagccagat ccctcteccag tgacattgga acatgctact ttttaattgg 3600
ccetgtacag tttgcttatt tataaattca ttaaaaacac tacaggtgtt gaatggttaa 3660
aatgtaggcce tccagttcat tttcagttat tttectgagtg tgcagacagce tatttcgcac 3720
tgtattaaat gtaacttatt taatgaaatc agaagcagta gacagatgtt ggtgcaatac 3780
aaatattgtg atgcatttat cttaataaaa tgctaaatgt caatttatca ctgcgcatgt 3840
ttgactttag actgtaaata gagatcagtt tgtttctttc tgtgctggta acaatgagcg 3900
tcgcacagac atggtttcag gtaaataaat ctattctatg at 3942
<210> SEQ ID NO 77
<211> LENGTH: 2385
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 77
atggccgact tcgatgatcg tgtgtcggat gaggagaagyg tacgcatage tgctaaatte 60
atcactcatg cacccccagg ggaatttaat gaagtattca atgacgtteg gctactactt 120
aataatgaca atctcctcag ggaaggggca gcacatgcat ttgcccagta taacatggat 180
cagttcacge ctgtgaagat agaaggatat gaagatcagyg tcttaattac agagcacggt 240
gacctgggta atagcagatt tttagatcca agaaacaaaa tttcctttaa atttgaccac 300
ttacggaaag aagcaagtga cccccagceca gaagaagcag atggaggtcet gaagtcettgg 360
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agagaatcct gtgacagtgc tttaagagcec tatgtgaaag accattattc caacggcette 420
tgtactgttt atgctaaaac tatcgatggg caacagacta ttattgcatg tattgaaagce 480
caccagttte agcctaaaaa cttctggaat ggtegttgga gatcagagtyg gaagttcace 540
atcacaccac ctacagccca ggtggttgge gtgcttaaga ttcaggttca ctattatgaa 600
gatggcaatyg ttcagttggt tagtcataaa gatgtacagg attcactaac tgtttcgaat 660
gaagcccaaa ctgccaagga gtttattaaa atcatagaga atgcagaaaa tgagtatcag 720
acagcaatta gtgaaaacta tcaaacaatg tcagatacca cattcaaggc cttgcgeccge 780
cagcttccag ttacccgcac caaaatcgac tggaacaaga tactcagcta caagattgge 840
aaagaaatgc agaatgctta aaggctgaat gtaggattct tcagtatgtyg gaaagacaag 900
gattcaacgt gtggtcatat gataaataag tgatttataa acaagagtga tattttgcta 960
gggctttcaa agttaaccgg ttttctagecc tcatggaata ctgttgaacc tatagcgttg 1020
tcttgattet tttgtgttet ctgccttgta attttcectgtt actgctatat ctacgtgtaa 1080
atcttttttt cttttttttt tttttttttt ttcttttttg gttaattctg ccacatttaa 1140
tgttggtgag agagtgatct atcctaatga catttactgt ttaaaaaagt ttcctagceca 1200
tgaagccecctg ctactgattt agacaaggta ttatggtcat tactttgtac ccctatcctt 1260
ccaagcactt ctggtacttc agtcgttttt actgatccac caacacctaa agaggctatg 1320
ctacagtctc tagctaaatg gaagacacat tcatccttet cectcectgact getttgatca 1380
tcatttattg catcgtcata tcatatttat cgcatctcat aactaacttt ctaaagtttg 1440
gattgggact tttcaggtcce tttttggagg gcaaaggaag ttccagcttce tctggggaac 1500
ttgtttttaa atccaaagac ttgaaccaca ttccctgcac atgaacatgt ttgcttttat 1560
ccettetete attggctect teccatctta gtaccattgt agttatacat ctgcattttt 1620
tagaagcatt ttacccattt atttttttaa acattcaaga actgctgacg tactgtggat 1680
gtagagtata aaacttgaaa aatgcagatg ttgaaggaat aataggtatc ttgtgcttta 1740
atactttatg gcaggattgt actataagca aatgaattaa acagctatgt aaatcataaa 1800
gaaaaactaa aaatgaacca aagtgaaagg ataacttcca ggcagtatct ttctattgta 1860
acctgttatt taaggaaata ctagtgattt cttctaaata ggatgtaaac ttctttcaaa 1920
ttactcttce tcagtctgece tgccaagaac tcaagtgtaa ctgtgataaa ataacctttce 1980
ccaggtatat tcggcaggta tgtgtgtaat ctcagaatac acaggtgaca tagatatgat 2040
atgacaactg gtaatggtgg attcatttac attgtttaca cttctatgac caggccttaa 2100
gggaaggtca gttttttaaa aaaccaagta gtgtcttcect acctatctcc agatacatgt 2160
caaaaagaaa aggtgtttgt gctccgtttt gtttctgetc agtaatatag tcaagcaagt 2220
ttgttccagg tgacccattg agctgtgtat gcatttttgt ttatttcaat aaaatatatt 2280
tgtattattt gtccttcata ctatccatce ataccacact atcttctgta tcaggtagtce 2340
taatagaaat atacctgttt tgttctaaaa aaaaaaaaaa aaaaa 2385
<210> SEQ ID NO 78
<211> LENGTH: 1320
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 78
cceectageg tegegecaggg teggggactyg cgegeggtge caggecggge gtgggegaga 60
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gcacgaacgyg gctgctgegg gctgagageg tcgagetgte accatgggtg atcacgettg 120
gagettecta aaggacttee tggecgggge ggtcegecget gecgtceteca agaccgeggt 180
cgececcate gagagggtca aactgctget geaggtccag catgccagca aacagatcag 240
tgctgagaag cagtacaaag ggatcattga ttgtgtggtg agaatcccta aggagcaggg 300
cttectetee ttetggaggg gtaacctgge caacgtgate cgttacttece ccacccaage 360
tctcaactte gecttcaagg acaagtacaa gcagetctte ttagggggtyg tggatcggea 420
taagcagttce tggegetact ttgctggtaa cectggegtece ggtggggecyg ctggggecac 480
cteectttge tttgtctace cgctggactt tgetaggace aggttggetyg ctgatgtggg 540
caggcgegee cagegtgagt tccatggtet gggcegactgt atcatcaaga tcttcaagte 600
tgatggcctyg agggggctct accagggttt caacgtctet gtccaaggca tcattatcta 660
tagagctgee tacttcggag tctatgatac tgecaagggg atgctgcectyg accccaagaa 720
cgtgcacatt tttgtgagct ggatgattge ccagagtgtyg acggcagtceyg cagggetget 780
gtectaccee tttgacactg ttcegtegtag aatgatgatg cagtcceggece ggaaaggggce 840
cgatattatg tacacgggga cagttgactg ctggaggaag attgcaaaag acgaaggagc 900
caaggcctte ttcaaaggtg cctggtecaa tgtgctgaga ggcatgggeyg gtgettttgt 960
attggtgttg tatgatgaga tcaaaaaata tgtctaatgt aattaaaaca caagttcaca 1020
gatttacatg aacttgatct acaagttcac agatccattg tgtggtttaa tagactattc 1080
ctaggggaag taaaaagatc tgggataaaa ccagactgaa aggaatacct cagaagagat 1140
gcttcattga gtgttcatta aaccacacat gtattttgta tttattttac atttaaattc 1200
ccacagcaaa tagaaataat ttatcatact tgtacaatta actgaagaat tgataataac 1260
tgaatgtgaa acatcaataa agaccactta atgcacaaaa aaaaaaaaaa aaaaaaaaaa 1320
<210> SEQ ID NO 79
<211> LENGTH: 4139
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 79
ggcggegeay gggeggggcet ttacggacge aagcacgteg aagcgcetget cctggagecyg 60
cggagggtge gggtttgget geggtggttt ctgtggeggt tgetgtggeyg gagtttggag 120
gttggagaga aatccaggta ctcactagac tggtaccttce tgccaccatg ggggagettt 180
tcecggagtga agaaatgaca ctggcccage tttttcetaca gtcagagget gettattgtt 240
gtgtcagtga attaggagaa cttggaaagg ttcagtttcg tgacttaaat ccagatgtga 300
atgttttcca acggaaattt gtgaatgaag ttagaagatyg tgaagaaatyg gatcgaaagce 360
ttecgatttgt tgagaaagag ataagaaaag ctaacattcce gattatggac accggtgaaa 420
acccagaggt tcccttecce cgggacatga ttgacttaga ggccaatttt gagaagattg 480
aaaatgaact gaaggaaatc aacacaaacc aggaagctct gaagagaaac ttcctggaac 540
tgaccgaatt aaaatttata cttcgcaaaa ctcagcaatt ttttgatgag atggcggatce 600
cagacttgtt ggaagagtcc tcatccctet tggagccaag tgagatggga agaggcacte 660
ctttaagact tggcttegtg getggtgtca ttaaccggga gegcatcect acttttgage 720
gecatgetttyg gegggtatge cggggaaatg tgttcectgeg acaggctgaa atcgagaacce 780
cectggagga tectgtgact ggcgactacg tgcacaagte tgtgtttatce attttettee 840
aaggcgatca gctgaaaaac agagtcaaga aaatctgtga agggttccga gcctcactcet 900
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atccctgtece tgagacacca caggagagga aggaaatgge ttctggagtyg aataccagga 960
ttgatgatct ccaaatggtt ctgaatcaaa cggaggatca ccgccagagg gttctgcagg 1020
cagctgctaa gaacatcegt gtcectggttca tcaaagtgcg gaagatgaag gccatctatce 1080
acaccctgaa cctgtgcaac atagatgtga ctcagaaatg cttgattgca gaggtctggt 1140
gccectgtecac cgaccttgac tccatccagt ttgcactcag aaggggcacg gaacacagtg 1200
gttccactgt accttccatt ttgaacagga tgcagacaaa ccagactccc ccaacctata 1260
acaaaaccaa caagtttacc tatggctttc agaacatagt agatgcttat ggaattggaa 1320
cttaccgaga gataaatcca gctccgtata ctattatcac gttcecctttt ctatttgetg 1380
tgatgtttgg agacttcggt catggcattt taatgaccct ttttgctgtg tggatggtac 1440
tgagggagag ccggatcctt tceccagaaga atgagaatga gatgtttage actgtgttca 1500
gtggtcgata cattatttta ttgatgggtg tgttctccat gtacactggc ctcatctaca 1560
atgattgctt ttccaagtct cttaatatct ttgggtcatc ctggagtgta cggccgatgt 1620
ttacttataa ttggactgaa gagacgcttc gggggaaccce tgttctacag ctgaacccag 1680
cceteectgg agtgtttggt ggaccatacce cttttggcat tgatccaatt tggaacattg 1740
ctaccaataa actgacgttc ttgaactcct ttaagatgaa gatgtctgtt atccttggta 1800
tcatccatat gectgtttgga gtcagcctga gtctgttcaa ccatatctat ttcaagaagce 1860
ccectgaatat ctactttgga tttattcctg aaataatcett catgacctet ttgtttgget 1920
atttggttat ccttattttt tacaagtgga cggcctatga tgctcatacc tcectgagaatg 1980
caccaagcct tctgatccat ttcataaaca tgttcectett ttcectaccca gagtcetggtt 2040
attcaatgtt gtattctgga cagaaaggaa ttcagtgttt cctggtagtg gttgcactac 2100
tgtgtgtacc ttggatgctg ctgtttaaac cattggtect tecgccgtcag tatttgagga 2160
gaaagcattt gggaactctc aactttggtg ggatcagggt gggcaacgga ccgacagagg 2220
aggatgctga gattattcag catgaccagc tctceccaccca ctcagaggac gcagacgagt 2280
ttgactttgg ggacaccatg gtccaccagg ccatccacac catcgagtac tgcctgggcet 2340
gcatctccaa cactgcctcee tacttgegge tcectgggcccet cagectcecget catgegcage 2400
tgtctgaggt getttggacce atggtgatce acatcggect gagcgtgaag agcttggegg 2460
gaggtttggt gctgttctte ttettcactg cctttgccac cctgaccgtg gccatcctece 2520
tgatcatgga gggcctcteg gectttetee acgcactgeg cttacactgg gttgagttcece 2580
agaataaatt ctacagcggg accggtttca agttcttacc cttctecctte gagcatattce 2640
gggaagggaa gtttgaagag tgagtccctg tgagggccgt gtgccccatg ctaccctecce 2700
cgecteecte cacagtgatce agectgtgect ctetgectgt tggttgtgat ctgtgggcac 2760
cagctcattc gtgtcaccct gtcectgtgagt catttagata gaatagtcct ccttgggtcet 2820
cccaccaccce ctagetttgt gtgtagtgta gtgattttcet ggctgtcact catactcact 2880
gggcaccagc cttgccctcet tagectcecat ccatccagac ageccctteccce acctectggt 2940
ggtgagccag tctgcattce cacgccatcce caaagccctt tcatcttecce cgtgcattgt 3000
agatggaagg agcacccatg ccattcaccc atctagactt tgagttccct gcatctgeca 3060
ccgtagttte tagcaggagt agtgggggga gtaatacaga ttcttcccta gaaggggaca 3120
ctggtaacat gtcccactcect tggattagca ggggtgggtc caggaagatg atatttgegt 3180
cttttgccca cecccectgge attcagetgg acccaactag geccatcatga gtggettcete 3240
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cctgtcatce ccaggggtca taggatatct acaccgectt tcectgacccca cecctgcacte 3300
ccatccttte ctctecteecee gttcatgecce tgcactacat agcacagccg ggatgcettgg 3360
aacagaggcce ttggctgcte cgcagtgcac agggcttcecce tcectcectegggg ttggettcett 3420
cccaggectt gcatgggecce tgcccacaag cacaccctea ggecgagggt gcagactgat 3480
gctetteect gatggagacce ctgagatctt ccccacccec aatcatgatg tcttcagtgt 3540
gggactgggg tcctettggt tctgectgeca gectgectgg ctecgecect agtgeccect 3600
cctcaccaca ctggccccag gtctcaggag gggtgtectg ggcagggaag gtcagtgtca 3660
ctgatggttt gectgtttgga agccattgge agggctgcecg tgcatgtggce tgtgagggcet 3720
gcacagtecct gccaaggggce ttectecttg tcaccccgaa ccttgtaatce gtgtgcectgge 3780
gtggcagccec tggctaagtt aatccccacce getttcagtg gtagaaagaa ttccctgagt 3840
gggccaggcet ggtgccctcee tectaccectg gettttectga gtgagcetgece tggagccectce 3900
atccectete ccaggctggg ctggecectgg gcggggecac tgtgtgctgg cccactgtga 3960
cctgaccecga cecttgtgcag cccccectgcee ctggtgtect gggttttcegt gatgatcettt 4020
gctetgttte cagtggggtt tgaagcagag ttcagggaac cctgcccaag gtectectgt 4080
tcagacattc ctatgttgaa taaagtatgt ttgacttccc cggaaaaaaa aaaaaaaaa 4139
<210> SEQ ID NO 80
<211> LENGTH: 3635
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 80
tccaagatgg cggaactgca gcectggacceg gegatggegy ggctgggagy gggeggcggy 60
agtggggtgg gcgacggggg tggcccagte cgegggeccee ccageccacyg cccggetgge 120
cccacgeccee gegggeacgg ccgcecegget gecgecgteg cgcagcegatt ggagecgggt 180
cceggaccac ccgageggge agggggegge ggcgeggece getgggtcag gctgaacgtg 240
ggaggcacct acttcgtgac caccagacag accttaggcc gggagcccaa gtcatttete 300
tgccgectet getgecagga ggacceggag ctggactcag acaaggatga gacaggagcece 360
tatctgattg acagggaccc cacctacttt ggtcctatee tcaactacct ccgecacggg 420
aaactcatca tcactaagga gttggcagaa gaaggtgtge tggaggaagce ggagttttac 480
aacatcgegt cccttgtgceg getggttaag gaaaggatac gggacaatga gaacagaact 540
tcacaaggce ccgtgaagca cgtgtacaga gtectgcagt gtcaggaaga agagctcacg 600
cagatggtgt ccacgatgtc cgacggctgg aaattcgaac agctcatcag catcggatct 660
tcctataact acggcaatga ggatcaggca gaattcctet gtgttgtcete cagagaacta 720
aataattcta ccaatggcat cgtcatagag ccgagcgaaa aggcgaagat tcttcaggag 780
agaggatcgce ggatgtaaac taagaccccg aaaactccag accttcagga gagcagtcag 840
cagagcccct ctgtgaagtg aaaccttact cctgtccagt gaccgagceca ctgcaaagca 900
cagctgatcee tggeccectg tgaagaagtg ttetggtcaa aactaaagga actccctcece 960
cacctgcagg actccgaaga cagtgcgact tctggctgca gaataccttt tcagaaacct 1020
gctttcattt gettagecag tattagaaca gatctttaca acagcagectg ggcetgggtte 1080
ccagtcggag cctttecgggg atctggggga tgagggcgga aggcctaget ccttggaaat 1140
ggcctgtact ttaaggacgc tggagccaag aggattgttce ccgtgcecgtg ccatggttte 1200
accctatgtg tgccacaatg gacgttagca gctgcttegg aacaccgtecce ctectatgea 1260
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cceteccaaga cctgcagcag atgcaaaggg ttctagetge agtttgtcga attgaggttt 1320
taggtaaagc atagagttgc cagagtaccc cgcattccca tgaatagagce ctccaaggaa 1380
agggaggatg gggtgtcctt tgttgtggtt ggaggttggt gatcattgct ctggatttgg 1440
ggcteccecgge tgccaccaca tgcagctttg cctcagettt cteccagcagce cgggaccectce 1500
tggagagctt gttttccececte caagaagagg tttgagacag gcggcatcct gcactgagtce 1560
agacaagtgg gagctgtagg aactgcacct gcagcctett cttactccece attgaccctg 1620
tcttecttee ctggettttt caactggacce aaagatgaag gcacttatgg accctttgat 1680
ggcttggagt ggggaaggct gtttctttga aagttgccaa atgtgttacg ttgtgtctca 1740
gagagagtta tttctgtgac tctecttggaa atgccttgac tgaatgtgca atatttgtgt 1800
ctecttggttt ctaaccttgg cggacctgct ccecctcectgta ctgtccccag tggtatgtat 1860
gtatgtgcta ggcagtctgg ggacccectg tgtctcectgac cacccccctg accecccgeca 1920
ttactttett ttctggagtyg ccatgctgge gaggatccegg atgcggcage accctcettte 1980
gggctgcatce cacagagttt gtgtccacac tttctcectceceg agcatgtggg tctegctgag 2040
cagtcatgga atgcggtaga gccaggggac cctgtctgecce ccgaataact ttcagtagta 2100
tggcagatgg cacagagaaa gggaaggggc tctggggact tctcecttcta tgaaagccgce 2160
ctcgagecag gtgctcecctgg gcaccttcag aagtgatgtce ctgtgtgcte cacagctcac 2220
ctgcttgcca aggtacgtcect gggtagtagt ttcectggaaat gactgcagac tgtgccaaat 2280
gtcttttgag cttctgacct gaccatgccce agatggcata acttttcececct aggaccctca 2340
gtctecttgt ttectctgtat ctgtagcata gcatagaacc cggtatacag gggtttetge 2400
tgacacatca acgtctaaac acctatgcgc cacattttac agctgtaaag tgttagatga 2460
actgccgtcece tcagtaaaag cagccaccce ttcaagagtc acaggcatcce atccagtegt 2520
atctttcaga gaaaaaaaaa gttagatgta gccaaggaaa gtagtgatca cgggaaggac 2580
tgctctgage cgggtaggat ggaggacttt ggaagaggcg ctccttggece aggtccaatg 2640
agtaacatca gactgacaga ggaaaagcag cttggtttgc ggccttgtge ccagtctegt 2700
tgaggcgett gtccectgtet getttectgg ggcatgectg atcagegtgg getggagetce 2760
ctagaccaac cccagcettte tcaccaggtt cagcaaggag gectgggggt cagacaccaa 2820
tgttgagcac ctcctgaggg cgccgtttcee ttcattecte ttagattcca tagttgccgce 2880
catgaaaaga ctgctcttga gccccaagge acaggcacgt gctctgggaa atagacagga 2940
gtggtatttc cgcecctecteg gagggctggt gttcaccaag tttceccectect cgectgcaacce 3000
caatgacacc tgtattgttc cagcgctcca ggactctggg ttcttaagat ttectgggagce 3060
gttgttcacc caccceccttt aggaaccagg ctggtgttet tgcttgaaag cgttgtgecce 3120
tctgagtgte tggctgatca catcagagag gtctgcgtgg cagtttgggg ctgtcacgtg 3180
accagtgacc cacactctcect getgcccagt actgccaagt ggggagggtce ctgecttttt 3240
ctetgeccca ggtectgggac gcaggtgatg ccagecagge ccaggagtge ccagcatcce 3300
ccaactgatg acacagtagc actgattctg tcttttectce agaatctgge ctttttecat 3360
ggcaatgagg tggggcccag cctecctctaa agtgactttg tttcectgcaca gttgtaactg 3420
ctettgggga tgtcagtgag getgggagca gggagccacyg ggatgctgag agaggaggcece 3480
cgagaggaca ccccacccte cagcecgtggcee tttgatccag acttagggac gaggctgtca 3540
ctggtgggca ccctetgtte ctgtttgtgt gtttgaatag tctgaaatgce tgtgactttt 3600
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tttgtgtgaa taaagatatg aaacttctga atctc 3635
<210> SEQ ID NO 81
<211> LENGTH: 1983
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 81
gaattgaacc acccatttte ctttcttage caaatcacca aaatgtccag ttagaacaag 60
aatttagcat tctgcaaaag aagttaacag ctgagataac gaggaaatat tctgaaatgg 120
atcccaaata tttcatctta attttgtttt gtggacacct gaacaataca tttttttcaa 180
agacagagac aattacaaca gagaagcagt cacagcctac cttattcaca tcatcaatgt 240
cacaggtatt ggctaattct caaaacacaa cagggaatcce tttgggtcaa ccaacacaat 300
tcagcgacac tttttctgga caatcaatat cacctgccaa agtcactget ggacaaccaa 360
caccagctgt ctatacctct tctgaaaaac cagaagcaca tacttctget ggacaaccac 420
ttgcctacaa caccaaacaa ccaacaccaa tagccaacac ctectcccag caagecgtgt 480
tcacctctge cagacaacta ccatctgecce gtacttctac cacacaacca ccaaagtcat 540
ttgtctatac ttttactcaa caatcatcat ctgtccagat cccttctaga aaacaaataa 600
ctgttcataa tccatccaca caaccaacat caactgtcaa aaattcacct aggagtacac 660
caggatttat cttagatact accagtaaca aacaaacccc acaaaaaaac aattataatt 720
caatagctge catactaatt ggtgtacttce tgacttctat gttggtaget ataatcatca 780
ttgtactttyg gaaatgctta aggaaaccag ttttaaatga tcaaaattgg gcaggtagat 840
cteccatttge tgatggagaa acccctgaca tttgtatgga taacatcaga gaaaatgaaa 900
tatccacaaa acgtacatca atcatttcac ttacaccctyg gaaaccaagc aaaagcacac 960
ttttagcaga tgacttagaa attaagttgt ttgaatcaag tgaaaacatt gaagactcca 1020
acaaccccaa aacagagaaa ataaaagatc aagtaaatgg tacatcagaa gatagtgctg 1080
atggttcaac agttggaact gctgtttctt cttcagatga tgcaggtctg cctccaccac 1140
ctccecttet ggatttggaa ggacaggaaa gtaaccaatc tgacaaaccce acaatgacaa 1200
ttgtatctce tecttccaaat gattctacta gtctccecctece atctectggac tgtctcaatce 1260
aagactgtgg agatcataaa tctgagataa tacaatcatt tccaccgctt gactcactta 1320
acttgccecct geccaccagta gattttatga aaaaccaaga agattccaac cttgagatcce 1380
agtgtcagga gttctctatt cctcccaact ctgatcaaga tcttaatgaa tceccctgccac 1440
ctccacctge agaactgtta taaatattac aacttgettt ttagctgatce tteccatccte 1500
aaatgactct tttttcttta tatgttaaca tatataaaat ggcaactgat agtcaatttt 1560
gatttttatt caggaactat ctgaaatctg ctcagagcct atgtgcatag atgaaacttt 1620
tttttaaaaa aagttattta acagtaatct atttactaat tatagtacct atctttaaag 1680
tatagtacat tttacatatg taaatggtat gtttcaataa tttaagaact ctgaaacaat 1740
ctacatatac ttattaccca gtacagtttt ttttccectg aaaagctgtg tataaaatta 1800
tggtgaataa acttttatgt ttccatttca aagaccaggg tggagaggaa taagagacta 1860
agtatatgct tcaagtttta aattaatacc tcaagtatta aataaatatt ccaagtttgt 1920
gggaatggga gattaaaatg catgtttgag agtaaaaaaa aaaaaaaaaa aaaaaaaaaa 1980
aaa 1983
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<210> SEQ ID NO 82
<211> LENGTH: 1093
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 82
ctgcaaggeyg gcggcaggag aggttgtggt getagtttet ctaagccatce cagtgecate 60
ctegtegetyg cagcegacace getctegecg cegecatgac tgagcagatyg acccttegtg 120
gcaccctcaa gggcecacaac ggctgggtaa cccagatcge tactaccccg cagttccegg 180
acatgatcct ctcegectet cgagataaga ccatcatcat gtggaaactyg accagggatg 240
agaccaacta tggaattcca cagcgtgete tgeggggtea cteccacttt gttagtgatg 300
tggttatcte ctcagatgge cagtttgecce tetcaggete ctgggatgga accctgegece 360
tctgggatet cacaacgggce accaccacga ggcgatttgt gggcecatacce aaggatgtge 420
tgagtgtgge cttctectet gacaaccgge agattgtcete tggatctega gataaaacca 480
tcaagctatg gaataccctg ggtgtgtgeca aatacactgt ccaggatgag agccactcag 540
agtgggtgte ttgtgtccge ttctcegecca acagcagcaa ccectatcate gtctectgtg 600
gctgggacaa gctggtcaag gtatggaacce tggctaactg caagctgaag accaaccaca 660
ttggccacac aggctatctg aacacggtga ctgtctctec agatggatce ctetgtgett 720
ctggaggcaa ggatggccag gccatgttat gggatctcaa cgaaggcaaa cacctttaca 780
cgctagatgg tggggacatc atcaacgecce tgtgcttcag cectaaccge tactggetgt 840
gtgctgccac aggccccage atcaagatct gggatttaga gggaaagatc attgtagatg 900
aactgaagca agaagttatc agtaccagca gcaaggcaga accaccccag tgcacttcce 960
tggcctggte tgctgatgge cagactcectgt ttgcectggcecta cacggacaac ctggtgcgag 1020
tgtggcaggt gaccattggc acacgctaga agtttatggc agagctttac aaataaaaaa 1080
aaaatggctt ttc 1093
<210> SEQ ID NO 83
<211> LENGTH: 1412
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 83
ctettecaga ggcaagacca accaagatga gtgecttggg agetgtcatt gccctectge 60
tctggggaca getttttgca gtggactcag gcaatgatgt cacggatatc gcagatgacg 120
gectgeccgaa gecceccgag attgcacatg getatgtgga geacteggtt cgetaccagt 180
gtaagaacta ctacaaactg cgcacagaag gagatggagt atacacctta aatgataaga 240
agcagtggat aaataaggct gttggagata aacttcctga atgtgaagca gatgacggcet 300
geecgaagee ccccgagatt gcacatgget atgtggagca cteggttege taccagtgta 360
agaactacta caaactgcgc acagaaggag atggagtgta caccttaaac aatgagaagce 420
agtggataaa taaggctgtt ggagataaac ttcctgaatyg tgaagcagta tgtgggaage 480
ccaagaatce ggcaaaccca gtgcagegga tectgggtgyg acacctggat gccaaaggca 540
getttecctyg gecaggctaag atggtttcce accataatct caccacaggt gecacgctga 600
tcaatgaaca atggctgctg accacggcta aaaatctcett cctgaaccat tcagaaaatg 660
caacagcgaa agacattgcc cccactttaa cactctatgt ggggaaaaag cagcttgtag 720
agattgagaa ggttgttcta caccctaact actcccaagt agatattggyg ctcatcaaac 780
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tcaaacagaa

atgcagaagt

ttactgacca

attatgaagg

ccatactgaa

atggcgatge

ctgggatctt

tgacttccat

ggaagcectt

acaggagtgg

agtcaatcaa

ggtgtetgtt

agggegtgtg

tctgaagtat

cagcacagtc

tgaacacacc

gggcagtgcc

aagctttgat

ccaggactygg

gectgaaage

atgcgataag

taaagagctt

<210> SEQ ID NO 84
<211> LENGTH: 1095

<212> TYPE:

DNA

aatgagagag
ggttatgttt
gtcatgctge
cccgaaaaga
ttectgtgetyg
tttgcegtte
aagagctgtyg
gttcagaaga
aagatttcag
atgtggtttg

tcettttgace

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 84

tgcecgeccag
acaaggaaga
caatattctg
atcaacaatg
gtcatggaaa
tttgttgeca
gcagccaaac
cagcctagta
tttgtgattg
tttetgetat
acttaggagt
accctaacce
actaccttta
tgcgttecte
tggcttegge
cgtectggaa
cgtggectec
cctecageac

gegttcaata

gacccgcage
ggatgtctga
gaagggaggg
agcttteeca
cactggacaa
tggttactac
ctttectgta
ggagctgage
aaaaattgaa
attaggcctyg
caggtctcag
ggagggaacc
aaaaacaaag
atccatgcag
ctgetteceg
aaagcaactc
gtgacccatg
atgecggette

aaaag

<210> SEQ ID NO 85
<211> LENGTH: 1904

<212> TYPE:

DNA

agagacgacg
gectggagaag
agacaagcac
tttettagag
tgatggagac
tgcctgecac
acagagacgg
ttteccageeyg
aacctettte
tgtgtaagct
tgataaagcg
ctgactacag
ccttatecag
ataacagctg
ggatgcgect
catcagaact
cgattcaagt

cgagggcact

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 85

tgatgcccat

ctggetgggg

ctgtggctga

agacaccgaa

gecatgtctaa

acgacctgga

ctgtggctga

ccatagctga

cctggaagag

aagctgatgg

ca

cctgcagcaa

gccatggtgg

aagctgaaga

gaaatcaaag

ggcgaatgtg

gagttetttyg

tcatgcaaga

tgttgtaget

caaaggctgt

gactggccce

tgcaccgtge

aaattacccc

cattatttga

gttggccggt

gatcaccagg

cgcaatccga

cgeggetgea

accgggggct

ctgectacca tccaaggatt

gcgaaatgcee aattttaaat

ccaagaccaa tgcataagge

gageccetgta ggggtgcage

gtaccaagaa gacacctgcet

ggaggacacc tggtatgcga

gtatggtgtyg tatgtgaagg

gaactaatgce aaggctggece

ggcaaagtgg acgggagtgg

gtgccagece tgcattgetg

ggagaccagg aaggggtgag
ccctecatega cgttttecac
aatccgaact caaggagctce
agcaggaggt tgtggacaaa
acttccagga attcatggee
aacatgagtg agattagaaa
aagcagacag caagggcttyg
aattaggaag cttgatttge
tttaacggce tgcatcattce
agggactctt gttaacagta
agcccgecat ggccgtgtag
ggggcacect taaaacttcce
aaacactgct gttctttaaa
gtggcecctge aagggcgtgg
tgaacgctca gcgctggeag
gecagetetyg ggggetcecag
ggatcettge ctccaacgtg

ctgagccace gcgagggect

agctatttca aggcgegege ctegtggtgg actcaccget ageecgcage geteggette

ctggtaatte ttcacctett ttetcagete cctgeageat gggtgetggg ccectecttge

840

900

960

1020

1080

1140

1200

1260

1320

1380

1412

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1095

60

120
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tgctegecege cctectgetyg ctteteteeg gegacggege cgtgegetge gacacacctg 180
ccaactgcac ctatcttgac ctgctgggea cctgggtett ccaggtggge tccageggtt 240
cccagegega tgtcaactge tcggttatgg gaccacaaga aaaaaaagta gtggtgtace 300
ttcagaagct ggatacagca tatgatgacc ttggcaatte tggccatttce accatcattt 360
acaaccaagg ctttgagatt gtgttgaatg actacaagtg gtttgccttt tttaagtata 420
aagaagaggg cagcaaggtg accacttact gcaacgagac aatgactggyg tgggtgcatg 480
atgtgttggg ccggaactgg gettgtttca cecggaaagaa ggtgggaact gcctctgaga 540
atgtgtatgt caacacagca caccttaaga attctcagga aaagtattct aataggctct 600
acaagtatga tcacaacttt gtgaaagcta tcaatgccat tcagaagtct tggactgcaa 660
ctacatacat ggaatatgag actcttaccce tgggagatat gattaggaga agtggtggcce 720
acagtcgaaa aatcccaagg cccaaacctg caccactgac tgctgaaata cagcaaaaga 780
ttttgcattt gccaacatct tgggactgga gaaatgttca tggtatcaat tttgtcagtce 840
ctgttecgaaa ccaagcatcc tgtggcaget getactcatt tgcttctatg ggtatgetag 900
aagcgagaat ccgtatacta accaacaatt ctcagacccce aatcctaage cctcaggagg 960
ttgtgtettg tagccagtat gctcaaggct gtgaaggcegg cttceccatac cttattgecag 1020
gaaagtacgc ccaagatttt gggctggtgg aagaagcttg cttcccectac acaggcactg 1080
attctccatg caaaatgaag gaagactgct ttcgttatta ctcctcectgag taccactatg 1140
taggaggttt ctatggaggc tgcaatgaag ccctgatgaa gecttgagttg gtccatcatg 1200
ggcccatgge agttgctttt gaagtatatg atgacttccet ccactacaaa aaggggatct 1260
accaccacac tggtctaaga gaccctttca acccecctttga gectgactaat catgetgtte 1320
tgcttgtggg ctatggcact gactcagcct ctgggatgga ttactggatt gttaaaaaca 1380
gctggggeac cggcectggggt gagaatggcet acttccggat ccgcagagga actgatgagt 1440
gtgcaattga gagcatagca gtggcagcca caccaattcc taaattgtag ggtatgectt 1500
ccagtatttc ataatgatct gcatcagttg taaaggggaa ttggtatatt cacagactgt 1560
agactttcag cagcaatctc agaagcttac aaatagattt ccatgaagat atttgtcttce 1620
agaattaaaa ctgcccttaa ttttaatata cctttcaatc ggccactggce cattttttte 1680
taagtattca attaagtggg aattttctgg aagatggtca gctatgaagt aatagagttt 1740
gcttaatcat ttgtaattca aacatgctat attttttaaa atcaatgtga aaacatagac 1800
ttatttttaa attgtaccaa tcacaagaaa ataatggcaa taattatcaa aacttttaaa 1860
atagatgctc atatttttaa aataaagttt taaaaataac tgca 1904
<210> SEQ ID NO 86
<211> LENGTH: 1493
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 86
ttectttecat gttcagcatt tctactectt ccaagaagag cagcaaagcet gaagtagcag 60
caacagcacc agcagcaaca gcaaaaaaca aacatgagtyg tgaagggcat ggctatagcce 120
ttggctgtga tattgtgtge tacagttgtt caaggcttece ccatgttcaa aagaggacgce 180
tgtctttgca taggecctgg ggtaaaagca gtgaaagtgg cagatattga gaaagectce 240
ataatgtacc caagtaacaa ctgtgacaaa atagaagtga ttattaccct gaaagaaaat 300
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aaaggacaac gatgcctaaa tcccaaatcg aagcaagcaa ggcttataat caaaaaagtt 360
gaaagaaaga atttttaaaa atatcaaaac atatgaagtc ctggaaaagg gcatctgaaa 420
aacctagaac aagtttaact gtgactactg aaatgacaag aattctacag taggaaactg 480
agacttttct atggttttgt gactttcaac ttttgtacag ttatgtgaag gatgaaaggt 540
gggtgaaagyg accaaaaaca gaaatacagt cttcctgaat gaatgacaat cagaattcca 600
ctgcccaaag gagtccagca attaaatgga tttctaggaa aagctacctt aagaaaggct 660
ggttaccatc ggagtttaca aagtgctttc acgttcttac ttgttgtatt atacattcat 720
gcatttctag gctagagaac cttctagatt tgatgcttac aactattctg ttgtgactat 780
gagaacattt ctgtctctag aagttatctg tctgtattga tcectttatgcet atattactat 840
ctgtggttac agtggagaca ttgacattat tactggagtc aagcccttat aagtcaaaag 900
catctatgtg tcgtaaagca ttcctcaaac attttttcat gcaaatacac acttctttcee 960
ccaaatatca tgtagcacat caatatgtag ggaaacattc ttatgcatca tttggtttgt 1020
tttataacca attcattaaa tgtaattcat aaaatgtact atgaaaaaaa ttatacgcta 1080
tgggatactg gcaacagtgc acatatttca taaccaaatt agcagcaccg gtcttaattt 1140
gatgtttttc aacttttatt cattgagatg ttttgaagca attaggatat gtgtgtttac 1200
tgtacttttt gttttgatcc gtttgtataa atgatagcaa tatcttggac acatttgaaa 1260
tacaaaatgt ttttgtctac caaagaaaaa tgttgaaaaa taagcaaatg tatacctagc 1320
aatcactttt actttttgta attctgtctc ttagaaaaat acataatcta atcaatttct 1380
ttgttcatgc ctatatactg taaaatttag gtatactcaa gactagttta aagaatcaaa 1440
gtcatttttt tctctaataa actaccacaa cctttcectttt ttaaaaaaaa aaa 1493
<210> SEQ ID NO 87
<211> LENGTH: 1737
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 87
geggacgegt ggggggaaaa taaaccttgg gttataagca ttagcectgag gacaatgaag 60
ccacttaacce taatttatgc tttcgactgt tctgtttceca gagaggaaag cctttacaaa 120
ttactctcag ttctttaggg gcagaaggcet tgtttcaaga ggtttgacag aagaaaggaa 180
tatatgaact taatgagatg tcgacttggt tcaggtctaa aaatgagggc aaaacactaa 240
ggctctagea gtgacttgtt cactaaaaag agagagtcct gtccccagac ggttagtaca 300
aagccttgga tacagtttge ttgtaatatt tttaataatg tgaggagtac agtgttttcet 360
aattcattca agtatatatg atttaaacct gggctactga cacacacaca gtagccatta 420
gttagactct tcttagtgaa tatcaggaac atcccatctg tgcttaacca gaatccagea 480
agtcagcaca caagtgattt tattgttatt ttgttgtatt tacttgcatt tgttgtattt 540
actttcatct gcagcatttg gagtttaaaa ataatgtaaa gggttctagt agaaatagtg 600
tcctaaggee aattacctac catactaaca atcagcagat aaaattctgg acgtgagatt 660
ccttataate taattatacc tgaggttgag caagaaatgt cttectttag aaaatctcat 720
tcaagtcagg ttcttectecta cagttcaaaa ttgagaatgg atttaattaa ctagcattta 780
gecagetttt tettgccctt ggagaaaaag aatcattcte aacctgataa tctgttaaga 840
aaaatcccat atgaacaatc tggtcattaa catacatatg atacggagtc tctttgttgt 900
caccaagtga acatacttct catggtgggt tggacagtaa tacatgttag agggtcagaa 960
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gcttetggtt tetgetgttt gctttaaata cccttggggt ttttttttta aacccttaca 1020
aggggagcat cagctttgga aagtgtgact ctgtaggagt gtagaaggca gtggtgtatg 1080
atcttagecct cgtcectgatg cctgaatcca gccagctgtt getctgacce acagcaatag 1140
agcaagttac ccatcaccag catttgtaca gagcagggaa ttctggtttt agtccattgg 1200
tagcattgtg tgtatgagga gattcaacac cacagacagc tgcaggactc gatatccatg 1260
gcttetttee atcacaaaac gggtagaaac acattcactg cttcagggtt ctaatctgtg 1320
tgtctectta tgactccatt tcectgtaagct actctgtaac tttgatatat getgtatttt 1380
ctttctttaa aagatttaga tgttttttca gcaagctagc catacaacca ttgtatctct 1440
ttctecttecag tatggtttag agcccagatce agttagtagg ctttegttgt cttetettte 1500
aatacatgta catctttact gtttgaaaag tgttacagct gtcaaagaat cttcatggac 1560
ctgaagataa tttcttgtga agttgaatgc aagtgtactg tcattcatag tgtttatatc 1620
aaaataccag gaatcttcac ttttgctacc ttgatatagc attgggctat catgttacaa 1680
cattgaaata cattgattta ttaaaaaata cttttataag aaaaaaaaaa aaaaaaa 1737
<210> SEQ ID NO 88
<211> LENGTH: 4859
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 88
cacgttgggt gacataatgg ggttttttta attatagatt cacactgcat ttattcatca 60
ccectgtect ctcatccata actcaaattt actaccagca acacaaaata caaagatgtg 120
tccagttteca ctacagetcet tcgegtttac aagtgtcgag cgettgettt cggaacgcce 180
ttgtgattgg ccgagccaat gccagtgaca tcaaccaact tacttttgat tggaaggcetg 240
gttgctggga ctgtagcegtt tgcaggaagt cacttaactg tttgggaget ggaaaaccga 300
agctgaagtt ctcttttgcce ataggaacga gcgcaactga ctaggaaaga tgtgtcccaa 360
agctcecgcaa gctggaacgt gagccaggag geccggacceyg gcecacgggac cgcgaggcac 420
tcecgaaagtyg tgcggetgece cctteectge cteccagetyg ttaccctttt aaatgtcagt 480
gttegaggcet gtaggggtag cacgaggcag cgaaacggaa cagtcggatt ggecgcacgce 540
ctcagttcta gacgcaccte tccaccgaag cegttcetgac tggcaggggyg agaaagtaaa 600
cagagttgaa tcaccctcce cactggecaa ttggaggggyg tttggtttgt gacgtgatgg 660
gattctgega aattgttact gagcaagaga atgccggaac gtgcggaccg gecggageag 720
gggttcagaa gccgtcagtyg gactcgggaa aaagtgtcte ttagacctgg cgeteggegyg 780
ggeectegee accegegteg gggtgatcegg gtgaatgtee tggggetttg getcgacgge 840
gaggcggeeyg agggcgtgca cctetettge agtttectet cecagegect cgggggegtt 900
ttcagtcgaa taaacttgcg accgccacgt gtggcatctt tcecaagggag ccggctcaga 960
ggggccggeg cgcecgtegg gggatcgegg ccggegeggyg gcaggggcegg cggctagagg 1020
cggceggegeg geggagecceg gggccgtgga tgetgegtge ggaggcegetyg cceggttacgt 1080
aaagatgagg ggctgaggtc gectceggege tectgcgagt cggaagcegece ccgegeccce 1140
geeeecttygyg cegecgegee gtgecgggeg ggcegggtegt cgtecgagge cagggaggge 1200
gagccgaace tccgcagceca ccgecaagtt tgtcecgegee gectgggetg cegtegeceg 1260
caccatgtcc gecggeccgect acatggactt cgtggctgece cagtgtctgg tttecattte 1320
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76

gaaccgeget

tgagcgcgag

actggtcacc

ctecegtgtge

gaccaccgaa

cgegeccage

cgaaaagagg

tctcaaagec

ctgecttaaa

ggaaaagcag

aaagcacgcc

getggecaac

gacaaaagta

acggcacagg

tttaaaaagc

caactctetyg

tttttgtetet

d9999g9g9agy

atgtcegetyg

ctgtctetea

tagcaaaacc

cacagetgte

cttgaaaaca

atcaagacaa

gagttgtact

taaatacatg

tattttacaa

acacaacaga

aacagaattt

attgtatcct

tgtgcataac

ctecettectyg

gggagctgaa

accacaatga

tggaatacta

tatatcttgt

cctgaaaact

gacctcaaat

tcagaagtaa

tctagtttat

geggtgcegg
gtgaccaagg
atcgccaaga
agcgacagtc
tctgggtega
cegetetece
cacaagtgcc
cattacagag
aagttctecce
ttcegetgte
cggeggeaca
getttgtgag
ctcccaggaa
aagtcactge
acattgtage
aaccegtete
tgtttttettet
gggtaaggcee
ggtgagttga
gaattgtttt
actctettga
tttatgcaag
aaaaacagtt
acctttgaaa
ttttgaacat
ctttgaggat
tatacacgtt
tgctgaagga
taactctatt
aatgccacta
agtaatgaga
tgttcctaca
ataggaacag
tttcagagga
cgaatgaaat
atctaggtgt
taactgtgge
gaggggagte
cgctttetga

acttgegete

agcatggggt
agcacggtga
gettgttgga
tggaaagtcc
gtcettecca
tcctecatee
cctacagtygyg
tgcatacagg
gctcagacga
cgctgtgtga
ccgagtteca
gtgctgeccy
acagacgcgt
tetttggtea
ctaagatcaa
tgactgttygg
tctectttta
aagactgggt
cctgtggect
cttacctttt
atcacgttaa
caagagcaca
acttatagtc
ggttacacta
aagctgeact
agaagcagat
tccctaagaa
gaaggagggt
aacttttcca
ggggagagag
tctggaaaca
aaactcccac
aaaaatcaac
gactctgcaa
cacatcactg
ctataatgge
ctttatgagg
agcagtgatc
tgattttate

tgaaatgtgt

cgcteeggac

cccgggggac

cctgaacaag

agatgaggat

cagcceggag

tggagtggct

ctgtgggaaa

tgaacggecc

getgaccege

gaagcgcette

ccccageatyg

tggaagccag

gaaaactgag

atattctgat

agtcaacaac

agggaaggca

tttttttgeg

agattttaaa

cgcacagtga

aatgtaatga

cttttgagat

tctactccag

aatgggtaag

agtacagaac

tttattttcet

gttetgttty

atcatgcgeca

agtgttttge

aattttccta

cttttgacte

cctatttttet

tctecaggtge

ccctataact

aatcgtcect

tatcttttac

tgaaaccact

ccagaaaagt

atgggggaaa

tgatatttaa

aaacataggg

gecgagegge tgcgactace

acctggaagg attactgcac

taccgaccca tccagacccec

atgggatccg acagcgacgt

gagagacagg atcctggcag

gcgaagggga aacacgecte

gtctatggaa aatcctccca

ttcecectgea cgtggecaga

cactaccgga cccacactgg

atgaggagtg accacctcac

atcaagcgat cgaaaaaggc

ggagggatgyg accccgaaag

ccccagaaga ggcacacttg

tttectetee ctgcattgtt

actcggtece cttgaagagyg

aatgcttttg ggttttttgg

ggggagggta gggagtgggt

gattcaacac tggtgtacat

ttctaggece tttatgettyg

cgagtgtget tcagtttgtt

taaaaaaaaa aacgccatag

catgatctgt catctaaaga

cagagtctga atttatacta

ttttaaacct tgctttgtat

aatgcagagg atgaataagt

gcaccacgtt ataatctgcet

gagatgtgag ggcagaatat

aaaagaaaaa gaaaagaacc

tgcttttagt taacatcatt

tgttgggttt tatttgaatg

ggggaaaaag gtttgttggt

aagagttatg tagaaggaaa

agtgaacacc aagggaaaat

tgtggagaat gcaggcaaca

atcaatagcce tcaccactaa

acatccatct atgccattta

gaactgagtt ttgtagttaa

tgtttacatt ttttttttet

aacagggagc tatggtgcac

tgcctaccta tttcacctga

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720
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cccatacteg tttctgatte agaatcagtg tgggctectg cagtgggcgce gggtcacggce 3780
tgactccaac ttccaataca acagccatca ctagcacagt gtttttttgt ttaaccaacg 3840
tagtgttatt agtagttcta taaagagaac tgcttttaac attagggact gggagcagtc 3900
catgggataa aaaggaaagt gttttctcac gagaaaacat gtcaggaaaa ataaagaaca 3960
ctttctacct ctgtttcaga tttttgaaac acttatttta aaccaaattt taatttctgt 4020
gtccaaaata agttttaagg acatctgttc ttccatacga aataggttag gctgcctatt 4080
tctcactgag ctcatggaat ggttctgctt atgatactct gecacgectgece ttttagtgag 4140
tgaggagttt ggggttgcct agcacttgct aacttgtaaa aagtcatctt teccctcacag 4200
aaagaaacga aagaaagcaa agcaaagtca gtgaaagaca atctttatag tttcaggagt 4260
aaatctaaat gtggcttttg tcaagcactt agatggatat aaatgcagca acttgtttta 4320
aaaaaatgca catttacttc ccaaaaaagt tgttacttgc cttttcaagt gtgacaaact 4380
cacatttgat attctcttat atgttatagt aatgtaacgt ataaactcaa gcctttttat 4440
tctttgtgat taaatcctgt tttaaaatgt cacaaaacag gaaccagcat tctaattaga 4500
tttactatat caagatatgg ttcaaatagg actactagag ttcattgaac actaaaacta 4560
tgaaacaatt actttttata ttaaaaagac catggattta acttatgaaa atccaaatgc 4620
aggatagtaa tttttgttta cttttttaac caaactgaat ttttgaaaga ctattgcagg 4680
tgtttaaaaa gaaagaaaag ttgttttatc taatactgta agtagttgtc atattctgga 4740
aaatttaata gttttagagt taagatatct cctcectctttg gttagggaag aagaaagccce 4800
ttcaccattg tggaatgatg ccctggcttt aaggtttage tccacatcat gettctett 4859
<210> SEQ ID NO 89
<211> LENGTH: 2775
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 89
aatctttagg atctgagcag gagaaatacc agecggatctt ccccactetyg ctcecttceca 60
ttcccacccet tecttettta ataagcagga gcgaaaaaga caaattccaa agaggattgt 120
tcagttcaag ggaatgaaga attcagaata attttggtaa atggattcca atatggggaa 180
taagaataag ctgaacagtt gacctgcttt gaagaaacat actgtccatt tgtctaaaat 240
aatctataac aaccaaacca atcaaaatga attcaacatt attttcccag gttgaaaatc 300
attcagtcca ctctaatttc tcagagaaga atgcccaget tetggetttt gaaaatgatg 360
attgtcatct gecccttggec atgatattta ccttagetet tgcttatgga getgtgatca 420
ttettggtgt ctcetggaaac ctggcecttga tcataatcat cttgaaacaa aaggagatga 480
gaaatgttac caacatcctg attgtgaacc tttcecttcte agacttgett gttgccatca 540
tgtgtctceee ctttacattt gtctacacat taatggacca ctgggtcettt ggtgaggcga 600
tgtgtaagtt gaatcctttt gtgcaatgtg tttcaatcac tgtgtccatt ttctctetgg 660
ttctecattge tgtggaacga catcagetga taatcaacce tcgagggtgyg agaccaaata 720
atagacatgc ttatgtaggt attgctgtga tttgggtect tgctgtgget tettetttge 780
ctttectgat ctaccaagta atgactgatg ageccgttcca aaatgtaaca cttgatgegt 840
acaaagacaa atacgtgtgc tttgatcaat ttccatcgga ctctcatagg ttgtcttata 900
ccactctect cttggtgetg cagtattttg gtccactttg ttttatattt atttgctact 960
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tcaagatata tatacgccta aaaaggagaa acaacatgat ggacaagatg agagacaata 1020
agtacaggtc cagtgaaacc aaaagaatca atatcatgct gctctccatt gtggtagcat 1080
ttgcagtctg ctggctcect cttaccatct ttaacactgt gtttgattgg aatcatcaga 1140
tcattgctac ctgcaaccac aatctgttat tcctgctetg ccacctcaca gcaatgatat 1200
ccacttgtgt caaccccata ttttatgggt tcctgaacaa aaacttccag agagacttgce 1260
agttcttett caacttttgt gatttceggt ctecgggatga tgattatgaa acaatagcca 1320
tgtccacgat gcacacagat gtttccaaaa cttcectttgaa gcaagcaagce ccagtcgcat 1380
ttaaaaaaat caacaacaat gatgataatg aaaaaatctg aaactactta tagcctatgg 1440
tceccggatga catctgttta aaaacaagca caacctgcaa catactttga ttacctgttce 1500
tceccaaggaa tggggttgaa atcatttgaa aatgactaag attttcecttgt cttgettttt 1560
actgcttttg ttgtagttgt cataattaca tttggaacaa aaggtgtggg ctttggggtc 1620
ttctggaaat agttttgacc agacatcttt gaagtgcttt ttgtgaattt atgcatataa 1680
tataaagact tttatactgt acttattgga atgaaatttc tttaaagtat tactattaac 1740
tgacttcaga agtacctgcc atccaatacg gtcattagat tgggtcatct tgattagatt 1800
agattagatt agattgtcaa cagattgggc catccttact ttatgatagg catcatttta 1860
gtgtgttaca atagtaacag tatgcaaaag cagcattcag gagccgaaag atagtctgaa 1920
gtcattcaga agtggtttga ggtttctgtt ttttggtggt ttttgtttgt tttttttttt 1980
tttcacctta agggaggatt taatttgctc ccaactgatt gtcacttaaa tgaaaattta 2040
aaaatgaata aaaagacata cttctcagct gcaaatatta tggagaattg gggcacccac 2100
aggaatgaag agagaaagca gctccctaac ttcaaaacca ttttggtacc tgacaacaag 2160
agcattttag agtaattaat ttaataaagt aaattagtat tgctgcaaat agttaaatta 2220
tatttatttg aattgatggt caagagattt tccatttttt ttacagactg ttcagtgttt 2280
gtcaagcttt ctggcataaa tatgtactca aaaggcattt ccgcttacaa tttgtagaaa 2340
cacaaaatgc gttttccata cagcagtgcce tatatagtga ctgattttta actttcaatg 2400
tccatcttte aaaggaagta acaccaaggt acaatgttaa aggaatattc actttaccta 2460
gcagggaaaa atacacaaaa actgcagata cttcatatag cccattttaa cttgtataaa 2520
ctgtgtgact tgtggcgtct tataaataat gcactgtaaa gattactgaa tagttgtgtce 2580
atgttaatgt gcctaatttc atgtatcttg taatcatgat tgagcctcag aatcatttgg 2640
agaaactata ttttaaagaa caagacatac ttcaatgtat tatacagata aagtattaca 2700
tgtgtttgat tttaaaaggg cggacatttt attaaaatca atattgtttt tgctttttca 2760
aaaaaaaaaa aaaaa 2775
<210> SEQ ID NO 90
<211> LENGTH: 3386
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 90
geegeggeca geteeggegyg gcaggggggyg cgctggageyg cagcegcageg cagecccate 60
agtcecgcaaa gcggaccgag ctggaagtceg agegetgeeyg cgggaggegyg gcgatggggg 120
caggtgccac cggecgegee atggacggge cgegectget getgttgetyg cttetggggg 180
tgtcecttgyg aggtgccaag gaggcatgece ccacaggect gtacacacac agcggtgagt 240
gctgcaaage ctgcaacctyg ggcgagggtg tggcccagece ttgtggagec aaccagaccyg 300
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tgtgtgagee ctgectggac agcgtgacgt tcetcecgacgt ggtgagegeyg accgagecgt 360
gcaagcegtyg caccgagtge gtggggctcece agagcatgte ggegceegtge gtggaggecyg 420
acgacgccegt gtgcecgetge gectacgget actaccagga tgagacgact gggegetgeg 480
aggcgtgeeg cgtgtgegag gegggetegg gectegtgtt ctectgcecag gacaagcaga 540
acaccgtgtyg cgaggagtgce cccgacggca cgtattccga cgaggccaac cacgtggace 600
cgtgectgee ctgcaccgtg tgcgaggaca ccgagcegeca gctecgcegag tgcacacget 660
gggccgacge cgagtgcgag gagatccctg gecgttggat tacacggtcc acacccccag 720
agggctcgga cagcacagcc cccagcaccece aggagcectga ggcacctceca gaacaagace 780
tcatagccag cacggtggca ggtgtggtga ccacagtgat gggcagctcece cageccgtgg 840
tgacccgagg caccaccgac aacctcatce ctgtctattg ctecatcetyg getgetgtgg 900
ttgtgggcect tgtggectac atagecttca agaggtggaa cagctgcaag cagaacaagce 960
aaggagccaa cagccggceca gtgaaccaga cgceccccace agagggagaa aaactccaca 1020
gcgacagtygyg catctccegtyg gacagccaga gectgecatga ccagcagecc cacacgcaga 1080
cagccteggg ccaggeccte aagggtgacg gaggectcta cagcagectyg cccccagceca 1140
agcgggagga ggtggagaag cttctcaacg getetgeggyg ggacacctgyg cggcacctgg 1200
cgggegaget gggctaccag cccgagcaca tagactcctt tacccatgag gcectgecccg 1260
ttegegeccet gettgcaage tgggccacce aggacagege cacactggac gccctectgg 1320
ccgcectgeg cecgcatccag cgagcecgace tcecgtggagag tcectgtgcagt gagtccactg 1380
ccacatccee ggtgtgagcece caaccgggga geccccgece cgecccacat tccgacaacce 1440
gatgctcecag ccaacccctg tggageccge acccccacce tttggggggg geccgectgyg 1500
cagaactgag ctcctetggg caggacctca gagtccagge cccaaaacca cagccctgte 1560
agtgcagccce gtgtggcccecce ttcacttctg accacactte ctgtccagag agagaagtgce 1620
ccetgetgece tecccaacce tgcccectgcee ccgtcaccat ctcaggccac ctgeccectt 1680
ctcccacact gectaggtggg ccagcecccte ccaccacagce aggtgtcata tatggggggce 1740
caacaccagg gatggtacta gggggaagtg acaaggcccce agagactcag agggaggaat 1800
cgaggaacca gagccatgga ctctacactg tgaacttggg gaacaagggt ggcatcccag 1860
tggcctcaac cctceectecag cccctettge ccececcaccce agectaagat gaagaggatce 1920
ggaggcttgt cagagctggg aggggttttc gaagctcagce ccacccccect cattttggat 1980
ataggtcagt gaggcccagg gagaggcecat gattcgccca aagccagaca gcaacgggga 2040
ggccaagtge aggctggcac cgecttcetet aaatgagggg cctcaggttt gcecctgagggce 2100
gaggggaggg tggcaggtga ccttctggga aatggcttga agccaagtca gctttgectt 2160
ccacgctgte tccagacccecce cacccecttcee ccactgectg cccaccegtg gagatgggat 2220
gcttgectag ggectggtcee atgatggagt caggtttggg gttegtggaa agggtgetge 2280
ttcecctetge ctgteccctet caggcatgce tgtgtgacat cagtggcatg getccagtcet 2340
getgecctee atcccgacat ggacccggag ctaacactgg cecctagaat cagectaggg 2400
gtcagggacce aaggacccct caccttgcaa cacacagaca cacgcacaca cacacacagg 2460
aggagaaatc tcacttttcect ccatgagttt tttectcttgg gectgagactg gatactgecce 2520
ggggcagcetyg ccagagaagce atcggaggga attgaggtcet gcetcecggcegt cttceactege 2580
cceecgggttt ggcgggccaa ggactgccga ccgaggcetgg agcectggegte tgtcttcaag 2640
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ggcttacacg tggaggaatg ctcccccatce ctccecttec ctgcaaacat ggggttgget 2700
gggcccagaa ggttgcgatg aagaaaagcg ggccagtgtyg ggaatgcggce aagaaggaat 2760
tgacttcgac tgtgacctgt ggggatttct cccagctcecta gacaaccctg caaaggactg 2820
ttttttectg agecttggeca gaagggggcce atgaggectce agtggacttt ccacccccte 2880
cctggecetgt tetgttttge ctgaagttgg agtgagtgtg gectccecctet atttagecatg 2940
acaagcccca ggcaggetgt gegctgacaa ccaccgcetece ccageccagyg gtteccccag 3000
ccetgtggaa gggactagga gcactgtagt aaatggcaat tcetttgacct caacctgtga 3060
tgaggggagg aaactcacct gcectggecect cacctgggea cctggggagt gggacagagt 3120
ctgggtgtat ttattttcct ccccagcagg tggggagggg gtttggtggce ttgcaagtat 3180
gttttagcat gtgtttggtt ctggggcccce tttttactec ccttgagetg agatggaacce 3240
cttttggccce ccagectgggg gcecatgagct ccagacccecce agcaacccte ctatcaccte 3300
ccetecttge ctectgtgta atcatttcett gggeccctect gaaacttaca cacaaaacgt 3360
taagtgatga acattaaata gcaaag 3386
<210> SEQ ID NO 91
<211> LENGTH: 2487
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 91
cctttecccet cccgecggac ctgccaggag gtgggctgge geggagggayg ggccectgtee 60
cctgtecctt taaggaggag ggccaaacgce cggectagag tgcggcegtag cccccacccyg 120
cegtgeccte accccagage agctgcagece tcagecggece gecectceege cagccaagte 180
cgecgetetyg acceccggca gcaagtegece accatggtga agatcgtgac agttaagace 240
caggcgtace aggaccagaa gccgggcacg agegggcetge ggaagcegggt gaaggtgtte 300
cagagcagceg ccaactacgc ggagaacttce atccagagta tcatctccac cgtggagccg 360
gegeagegge aggaggccac gcetggtggtg ggcggggacyg gecggttceta catgaaggag 420
gecatccage tcatcgeteg catcgetgece gecaacggga teggtegett ggttatcgga 480
cagaatggaa tcctcteccac ccctgetgta tectgcatca ttagaaaaat caaagcecatt 540
ggtgggatca ttctgacage cagtcacaac ccagggggec ccaatggaga ttttggaatce 600
aaattcaata tttctaatgg aggtcctget ccagaagcaa taactgataa aattttccaa 660
atcagcaaga caattgaaga atatgcagtt tgccctgacce tgaaagtaga ccttggtgtt 720
ctgggaaagce agcagtttga cttggaaaat aagttcaaac ccttcacagt ggaaattgtg 780
gattcggtag aagcttatge tacaatgctg agaagcatct ttgatttcag tgcactgaaa 840
gaactacttt ctgggccaaa ccgactgaag atccgtattg atgctatgca tggagttgtg 900
ggaccgtatyg taaagaagat cctctgtgaa gaactcggtg cccctgegaa cteggcagtt 960
aactgcgttce ctctggagga ctttggaggc caccaccctg accccaacct cacctatgcea 1020
gctgacctgg tggagaccat gaagtcagga gagcatgatt ttggggctgce ctttgatgga 1080
gatggggatc gaaacatgat tctgggcaag catgggttcet ttgtgaaccce ttcagactct 1140
gtggctgtca ttgctgccaa catcttcage attcecgtatt tcecagcagac tggggtecge 1200
ggctttgcac ggagcatgce cacgagtggt gctctggacce gggtggctag tgctacaaag 1260
attgctttgt atgagacccc aactggctgg aagttttttg ggaatttgat ggacgcgagc 1320
aaactgtccce tttgtgggga ggagagcttc gggaccggtt ctgaccacat ccgtgagaaa 1380
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gatggactgt gggctgtcct tgcctggetce tccatcctag ccacccgcaa gcagagtgtyg 1440
gaggacattc tcaaagatca ttggcaaaag tatggccgga atttcttcac caggtatgat 1500
tacgaggagg tggaagctga gggcgcaaac aaaatgatga aggacttgga ggccctgatg 1560
tttgatcget cectttgtggg gaagcagttc tcagcaaatg acaaagttta cactgtggag 1620
aaggccgata actttgaata cagcgaccca gtggatggaa gcatttcaag aaatcagggc 1680
ttgcgectca ttttcacaga tggttctcga atcgtcttece gactgagcgg cactgggagt 1740
gccggggeca ccattecggcet gtacatcgat agctatgaga aggacgttgce caagattaac 1800
caggaccccce aggtcatgtt ggccccectt atttceccattg ctctgaaagt gtcccagetg 1860
caggagagga cgggacgcac tgcacccact gtcatcacct aagaagacag gcctgatgtg 1920
gtacgtcecect ccaccceccgg acccatccaa gtcatctgat tgaagagcat gacagaaaca 1980
aaatgtattc accaagcatt ttaggatttg actttttcac taaccagttg acgagcagtg 2040
catttacaag gcactgccaa acaagatgcc cttgggagct gtgagggaaa gaggacctgce 2100
gggcttagat caatctcaat tcecttttcat geccctectge attgetgetg cgtgggtatt 2160
tgtctectta geccatcaggt acagtttaca ctacaatgta agctataggt ggagcatcag 2220
cagtgagtga ggccattctt catccttagg atgtggcaat gaaatgatgg tgcaagttcc 2280
tttctetttt gtgaatcttt ccccccattt cctgtttaca tgtaacccaa caaaatgcaa 2340
tttctagtge cttctgteca atcagttctt tcectectgagt gagacgtact tggctacaga 2400
tttctgectt gttttgcgac attgtcccat tcacacagat attttgggat aataaaggaa 2460
aataagctac aaaaaaaaaa aaaaaaa 2487
<210> SEQ ID NO 92
<211> LENGTH: 4343
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 92
agatttgata atgggctgca ttaaaagtaa agaaaacaaa agtccagcca ttaaatacag 60
acctgaaaat actccagagc ctgtcagtac aagtgtgage cattatggag cagaacccac 120
tacagtgtca ccatgtccgt catcttcage aaagggaaca gcagttaatt tcagcagtct 180
ttccatgaca ccatttggag gatcctcagg ggtaacgect tttggaggtyg catcttecte 240
attttcagtg gtgccaagtt catatcctgce tggtttaaca ggtggtgtta ctatatttgt 300
ggecttatat gattatgaag ctagaactac agaagacctt tcatttaaga agggtgaaag 360
atttcaaata attaacaata cggaaggaga ttggtgggaa gcaagatcaa tcgctacagg 420
aaagaatggt tatatcccga gcaattatgt agegectgea gattccattce aggcagaaga 480
atggtatttt ggcaaaatgg ggagaaaaga tgctgaaaga ttacttttga atcctggaaa 540
tcaacgaggt attttcttag taagagagag tgaaacaact aaaggtgctt attcccttte 600
tattcgtgat tgggatgaga taaggggtga caatgtgaaa cactacaaaa ttaggaaact 660
tgacaatggt ggatactata tcacaaccag agcacaattt gatactctgc agaaattggt 720
gaaacactac acagaacatg ctgatggttt atgccacaag ttgacaactg tgtgtccaac 780
tgtgaaacct cagactcaag gtctagcaaa agatgcttgg gaaatcccte gagaatcttt 840
gcgactagag gttaaactag gacaaggatg tttceggcgaa gtgtggatgg gaacatggaa 900
tggaaccacg aaagtagcaa tcaaaacact aaaaccaggt acaatgatgc cagaagcttt 960
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ccttcaagaa gctcagataa tgaaaaaatt aagacatgat aaacttgttc cactatatgc 1020
tgttgtttct gaagaaccaa tttacattgt cactgaattt atgtcaaaag gaagcttatt 1080
agatttcctt aaggaaggag atggaaagta tttgaagctt ccacagctgg ttgatatggce 1140
tgctcagatt gctgatggta tggcatatat tgaaagaatg aactatattc accgagatct 1200
tcgggetget aatattcttyg taggagaaaa tcttgtgtgce aaaatagcag actttggttt 1260
agcaaggtta attgaagaca atgaatacac agcaagacaa ggtgcaaaat ttccaatcaa 1320
atggacagct cctgaagctg cactgtatgg tcggtttaca ataaagtctg atgtctggtce 1380
atttggaatt ctgcaaacag aactagtaac aaagggccga gtgccatatc caggtatggt 1440
gaaccgtgaa gtactagaac aagtggagcg aggatacagg atgccgtgec ctcagggetg 1500
tccagaatce ctccatgaat tgatgaatct gtgttggaag aaggaccctg atgaaagacc 1560
aacatttgaa tatattcagt ccttcttgga agactacttc actgctacag agccacagta 1620
ccagccagga gaaaatttat aattcaagta gcctatttta tatgcacaaa tctgccaaaa 1680
tataaagaac ttgtgtagat tttctacagg aatcaaaaga agaaaatctt ctttactctg 1740
catgttttta atggtaaact ggaatcccag atatggttgc acaaaaccac ttttttttce 1800
ccaagtatta aactctaatg taccaatgat gaatttatca gcgtatttca gggtccaaac 1860
aaaatagagc taagatactg atgacagtgt gggtgacagc atggtaatga aggacagtga 1920
ggctecctget tatttataaa tcatttectt tettttttte cccaaagtca gaattgctca 1980
aagaaaatta tttattgtta cagataaaac ttgagagata aaaagctata ccataataaa 2040
atctaaaatt aaggaatatc atgggaccaa ataattccat tccagttttt taaagtttct 2100
tgcatttatt attctcaaaa gttttttcta agttaaacag tcagtatgca atcttaatat 2160
atgctttett ttgcatggac atgggccagg tttttcaaaa ggaatataaa caggatctca 2220
aacttgatta aatgttagac cacagaagtg gaatttgaaa gtataatgca gtacattaat 2280
attcatgttc atggaactga aagaataaga actttttcac ttcagtcctt ttctgaagag 2340
tttgacttag aataatgaag gtaactagaa agtgagttaa tcttgtatga ggttgcattg 2400
attttttaag gcaatatata attgaaacta ctgtccaatc aaaggggaaa tgttttgatc 2460
tttagatagc atgcaaagta agacccagca ttttaaaagc cctttttaaa aactagactt 2520
cgtactgtga gtattgctta tatgtcctta tggggatggg tgccacaaat agaaaatatg 2580
accagatcag ggacttgaat gcacttttgc tcatggtgaa tatagatgaa cagagaggaa 2640
aatgtattta aaagaaatac gagaaaagaa aatgtgaaag ttttacaagt tagagggatg 2700
gaaggtaatg tttaatgttg atgtcatgga gtgacagaat ggctttgctg gcactcagag 2760
ctcctcactt agctatattce tgagactttg aagagttata aagtataact ataaaactaa 2820
tttttecttac acactaaatg ggtatttgtt caaaataatg aagttatggc ttcacattca 2880
ttgcagtggg atatggtttt tatgtaaaac atttttagaa ctccagtttt caaatcatgt 2940
ttgaatctac attcactttt ttttgttttc ttttttgaga cggagtctcg ctectgccgece 3000
caggctggag tgcagtggcg cgatctecgge tcactgcaag ctctgectece caggttcaca 3060
ccattctect gectcagect cccgagtage tgggactaca ggtgcccacce accacgectg 3120
gctagttttt tgtattttta gtagagacgc agtttcaccg tgttagccag gatggtcecteg 3180
atctcctgac cttgtgatct geccgectceg gecctcecccaaa gtgctgggat tacaggegtg 3240
agccaccgeg cccagcectac attcacttcet aaagtctatg taatggtggt cattttttcece 3300
cttttagaat acattaaatg gttgatttgg ggaggaaaac ttattctgaa tattaacggt 3360
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ggtgaaaagg ggacagtttt taccctaaag tgcaaaagtyg aaacatacaa aataagacta 3420
atttttaaga gtaactcagt aatttcaaaa tacagatttg aatagcagca ttagtggttt 3480
gagtgtctag caaaggaaaa attgatgaat aaaatgaagg tctggtgtat atgttttaaa 3540
atactctcat atagtcacac tttaaattaa gccttatatt aggcccctcet attttcagga 3600
tataattctt aactatcatt atttacctga ttttaatcat cagattcgaa attctgtgcece 3660
atggcgtata tgttcaaatt caaaccattt ttaaaatgtg aagatggact tcatgcaagt 3720
tggcagtggt tctggtacta aaaattgtgg ttgttttttc tgtttacgta acctgcttag 3780
tattgacact ctctaccaag agggtcttcce taagaagagt gctgtcatta tttectcetta 3840
tcaacaactt gtgacatgag attttttaag ggctttatgt gaactatgat attgtaattt 3900
ttctaagcat attcaaaagg gtgacaaaat tacgtttatg tactaaatct aatcaggaaa 3960
gtaaggcagg aaaagttgat ggtattcatt aggttttaac tgaatggagc agttccttat 4020
ataataacaa ttgtatagta gggataaaac actaacttaa tgtgtattca ttttaaattg 4080
ttctgtattt ttaaattgcc aagaaaaaca actttgtaaa tttggagata ttttccaaca 4140
gcttttegte ttcagtgtcet taatgtggaa gttaaccctt accaaaaaag gaagttggca 4200
aaaacagcct tctagcacac ttttttaaat gaataatggt agcctaaact taatattttt 4260
ataaagtatt gtaatattgt tttgtggata attgaaataa aaagttctca ttgaatgcac 4320
ctattaaaaa aaaaaaaaaa aaa 4343
<210> SEQ ID NO 93
<211> LENGTH: 2110
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 93
attgtgcaga ttctegtgcet gecaaaaacg tcetgtcectgg geatctectt tggggetgeg 60
tttctettge tggecttecat cctettegte tgetttgetg gacagecttet gcaatgcagce 120
aaaaaagcct ctccectget catgtggett ttgaagtect cgggcatcat tgccaaccag 180
ceetggecac ggatctetet cacgatcatce accacagceca tcatattaat gatggecgtg 240
ttcaacatgt ttttecctgag tgactcagag gaaacaatcce ctccaactge caacacaaca 300
aacacaagct tttcagectc aaataatcag gtggcgatte tgegtgcgea gaatttattt 360
tteccteccgt actttatcta cagctgcatt ctgggactga tatcctgtte cgtgttectg 420
cgggtaaact atgagctgaa gatgttgatce atgatggtgg ccettggtggyg ctacaacace 480
atcctactee acacccacgce ccacgtectg ggcgactaca gcecaggtett atttgagaga 540
ccaggcattt ggaaagacct gaagaccatg ggctctgtgt ctetetctat attcttcate 600
acactgcttg ttctgggtag acagaatgaa tattactgta ggttagactt cttatggaag 660
aacaaattca aaaaagagcg ggaggagata gagaccatgg agaacctgaa ccgegtgcetg 720
ctggagaacg tgctteccecge gcacgtgget gagcacttee tggecaggag cctgaagaat 780
gaggagctat accaccagtc ctatgactgce gtctgegtca tgtttgectce cattccggat 840
ttcaaagaat tttatacaga atccgacgtg aacaaggagg gcttggaatg cctteggcete 900
ctgaacgaga tcatcgctga ctttgatgat cttecttteca agccaaaatt cagtggagtt 960
gaaaagatta agaccattgg cagcacatac atggcagcaa caggtctgag cgctgtgccce 1020
agccaggagce actcccagga gcccgagegg cagtacatge acattggcac catggtggag 1080
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tttgcttttyg ccctggtagy
aaattgcgag tgggtattaa
ccacaatatyg atatctgggg
gtcetggaca aaatacaggt
acgtgcacct gtcgaggaat
gtaaacacag aaatgtcaag
ttcattttgyg caagaagact
tetgtcectt gtttttgatg
tcgtgaccca gtggcatace
cactgtgett getectaage
ggagaactaa cagaggagaa
gggtgtatat tatcttctgg
catctgceteca tcectgatatte
cgtggactet gtgcetcacce
acccacgget ctegteccte
caccagaatt agtcctcaca
atgccatttg tcttttgtaa
aaaaaaaaaa

<210> SEQ ID NO 94

<211> LENGTH: 1778
<212> TYPE: DNA

gaagctggat
ccatggacct
caacactgtce
taccgaggag
aatcaacgtg
gtcectttee
gtattttcag
tgcgtgetgt
gtttggtgte
aaaagggaaa
aggtgaaaca
tgcatgttct
aaacacacag
attgtctcat
tgctcegtgt
gectaggace

agttaattca

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 94

agttgcagge gagcaggcga

caggtgaaga gatggegttt

agcgctggaa gaagaactgg

accagactcg gcagaatatc

gcacggggca ggaatgtcgg

tccagattgt ttgtcgagat

gettggecty gaaatttaca

cagtcatgac cgatgagaca

caccggecce tgaggettat

aagttgtcta cgctgegaat

gactttatgg acagcagcct

acagcgacct ggcactggge

tattttgggt cttctagggyg

tgcaataata tgatttgcag

aatcattcct ttgaaagtag

aagggtttga actgtgctat

caagactgtt cttgtgcaac

attttetttt tagagttagg

ggaatcgecyg
gtgaagagtyg
tttgatctgt
gaggataagg
gatactcagce
gggaaaacaa
ctccaagatt
tecegtggttt
ggctatggge
gggcaggegt
gctaaccaag
atgctggcag
cctcaaggte
ggcatttetyg
tgatgtcata
tttgttcaaa
tctcagaata

tgtagtgett

gccatcaaca

gtgatagctyg

aatgtggcca

acgagecteg

aaaggaaagg

cagagcaacg

gaaggtatca

ctgtectatg

tgatgtgtge

aggagcgcgce

cacacacatt

tttctggaaa

tattcgtgaa

tgccagtggt

gtctcatgee

agttttgtat

ttaaaagttt

tggcgtettyg

getggttget

ggtcggatgg

tccacatgee

cceceggatygyg

ttagtctttyg

ctaggacaaa

cctcacctcec

catacggtygg

atgccgtgec

tcatcatteg

gagcagccac

ttgatgtgca

tttgtgacaa

attgtactaa

tgttgactct

ccttatttga

aagggttaat

agcactcctt caacgacttce

gtgtgattgg agctcagaag

gtaggatgga cagcaccgga

tcctgcagac ccteggatac

gggacctgaa gacgtacttt

tggcatcctyg aagagtcacc

cacactttct gactgcaact

gagectetge agactegtte

ccagatcgtt ctgccacttyg

gtgatagaag aaaagcactg

cttaaggcaa taaaactagg

atatggtagce tcgccaaccyg

taagttgatt ctgtccccca

gtccaaggge cceegttggg

agcagcacgt cgccatcegt

caaactcgte tgatgttttg

tatgtacttt gaaaaaaaaa

gtgttcteca cgetggtteg

gcgacagagt actattttga

tcacctgatce tattatgatg

aatggactgc atcaacatcc

aaagtcaaaa gactgcatge

tgcagaaagc acagatgatt

cacagcgtat gtgggetcetg

accatacacg gcctatgetg

tgcgtacceyg ccaggaactce

ccaccagtac ccatatgcag

agagcgctat cgagacaacg

gggcatggee ttagggtcete

tagcttctga taaccctgtyg

aagtttttaa taatagtttt

tccacataag taccacagag

ccgggggeac tggcetcatte

gcatacctgt tttgaaaggce

ttattttcat gttatgccag

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2110

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080
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taatatagtg

tttaactttt

ggtaagctce

getecacagyg

acaatcatge

tatggetttyg

agagtttgag

gectgtaatce

gaccatcctyg

gegtggtgge

gaacccagga

gacagagtga

<210>
<211>
<212>
<213>
<220>
<221>
<222>
<223>
<220>
<221>
<222>
<223>
<220>
<221>
<222>
<223>
<220>
<221>
<222>
<223>
<220>
<221>
<222>
<223>

<400>

acctctactyg gggagacgag

gacaagggtce

gaaggatgag

cttaggagec

gaaagggata

ccgegggcege

cegecgegeg

ggtcegecge

ceceeeggecy

cegetgectt

geccagegte

c¢gceggageag

tcecegegege

ttgtatgecct attgagtgat

tcaaaccaca gaccagaact

caggtactte ccgaggctat

ccectggcaa ggccgatgge

ttcagaaatc tgcctgacce

gtaggcatac ttggagaaca

ggctttaate ctttaaaact

ccagcacttt gagagaccga

gctaacacgg tgaaacccca

aggcgectgt ggtcccaget

ggcggagett gcagtgagece

gactctgtct caaaaaaaaa

SEQ ID NO 95

LENGTH: 4965

TYPE: DNA

ORGANISM: Homo sapiens
FEATURE:

NAME/KEY: misc_feature
LOCATION: (3757)..(3757
OTHER INFORMATION: n stands
FEATURE:

NAME/KEY: misc_feature
LOCATION: (3810)..(3810
OTHER INFORMATION: n stands
FEATURE:

NAME/KEY: misc_feature
LOCATION: (3881)..(3881
OTHER INFORMATION: n stands
FEATURE:

NAME/KEY: misc_feature
LOCATION: (3882)..(3882)
OTHER INFORMATION: n stands
FEATURE:

NAME/KEY: misc_feature
LOCATION: (3892)..(3892)
OTHER INFORMATION: n stands

SEQUENCE: 95

gacccegagg
ctgggecgea ctgcteegec
tecteggggt ggagaaggag
cgggagcgcg cgtagggacyg

cagtcccceg ggecectece

gegetecagg cggggecgac

cgcteectee getectetee
gegegegect cgegtegete
ggtacccteg ccggacccga
cagcaagacyg ctgctctgag
acggeggegy c¢ggceggegge
ctggecccag geccctagag

ctcectgeeyg ctecegecee

tgtggcaaga
ggttgcatgt
ggtgtgagag
tcaggatgat
tagctgetge
tatcccacat
tggagaagct
ggegggegga
tctctactaa
actcgggagg
aagatagtgc

aaaaaaaa

for

for

for

for

for

ttctgggggg
ggggtetgeg
gagcgggtee
cggagttgag
ggccgetegg
gggcteggag
ccegececte
cccateceeyg
gagagagcge
geggggaggy
tcctecttygy
ccecegagage

gggctggega

aaagctacag cttectttgeg

tactttagga gttgtgggtt

cceceegtect geectetggy
ggggcacage ccgectttga

tgctgctcac tttattettg

taggaattga tttaagcctyg

ggCtgggCgC ggtggctcac

tcacgaggtce aggagatcga

aaatacaaaa aattagctgg

ctgaggcagg agaatagtgt

cactgcactt cagcctgggt

any base

any base

any base

any base

any base

cgacgcgace tgcccgaagt

ctcecteggeg gagegggtgg
ccgggtaceyg ctcaccegge
getetecate tgeggecagg
aacccaccce aggegegtec
gegegegece getgeegggt
cegggecege gegeteocag

ccectecege cgecaccecyg

cgcegecate ttagttgetg
cgeegegtee tgagegegeg
accecceggag cteccegege
tccgagaget ccgeteggeg

tgctgegecyg cceegetece

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1778

60

120

180

240

300

360

420

480

540

600

660

720

780
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gegetggeee cggecgeceyg getgetgetg gecgggetge tgtgeggegyg cggggtetgyg 840
geegegegayg ttaacaagca caagcecctgg ctggagecca cctaccacgg catagtcaca 900
gagaacgaca acaccgtgct cctegaccce ccactgatceg cgctggataa agatgcgect 960
ctgcgatttg caggtgagat ttgtggattt aaaattcacg ggcagaatgt cccctttgat 1020
gcagtggtag tggataaatc cactggtgag ggagtcattc gctccaaaga gaaactggac 1080
tgtgagctge agaaagacta ttcattcacc atccaggcect atgattgtgg gaagggacct 1140
gatggcacca acgtgaaaaa gtctcataaa gcaactgttc atattcaggt gaacgacgtg 1200
aatgagtacg cgccegtgtt caaggagaag tcectacaaag ccacggtcat cgaggggaag 1260
cagtacgaca gcattttgag ggtggaggcce gtggatgccg actgctccece tcagttcagce 1320
cagatttgca gctacgaaat catcactcca gacgtgcect ttactgttga caaagatggt 1380
tatataaaaa acacagagaa attaaactac gggaaagaac atcaatataa gctgaccgtc 1440
actgcctatg actgtgggaa gaaaagagcc acagaagatg ttttggtgaa gatcagcatt 1500
aagcccacct gcaccectgg gtggcaagga tggaacaaca ggattgagta tgagecggge 1560
accggegegt tggcecgtett tcecaaatatce cacctggaga catgtgacga gccagtcegcece 1620
tcagtacagg ccacagtgga gctagaaacc agccacatag ggaaaggctyg cgaccgagac 1680
acctactcag agaagtccecct ccaccggcte tgtggtgegg cecgcgggcac tgccgagcetg 1740
ctgccatccee cgagtggatc cctcaactgg accatgggece tgcccaccga caatggccac 1800
gacagcgacc aggtgtttga gttcaacggce acccaggcag tgaggatccc ggatggegtce 1860
gtgtcggtca gccccaaaga gcegttcace atctecggtgt ggatgagaca tgggccattce 1920
ggcaggaaga aggagacaat tctttgcagt tctgataaaa cagatatgaa tcggcaccac 1980
tactcecctet atgtccacgg gtgccggcectg atcttectet tecgtcagga tecttcetgag 2040
gagaagaaat acagacctgc agagttccac tggaagttga atcaggtctg tgatgaggaa 2100
tggcaccact acgtcctcaa tgtagaattc ccgagtgtga ctctctatgt ggatggcacg 2160
tcecacgage cecttetetgt gactgaggat tacccgetcece atccatccaa gatagaaact 2220
cagctegtgg tgggggcttyg ctggcaagag ttttcaggag ttgaaaatga caatgaaact 2280
gagcctgtga ctgtggecte tgcaggtgge gacctgcaca tgacccagtt tttecgagge 2340
aatctggctg gecttaactet cegttecggg aaactcgegg ataagaaggt gatcgactgt 2400
ctgtatacct gcaaggaggg gctggacctg caggtccteg aagacagtgg cagaggcgtg 2460
cagatccaag cacaccccag ccagttggta ttgaccttgg agggagaaga cctceggggaa 2520
ttggataagg ccatgcagca catctcgtac ctgaactccce ggcagttcece cacgceccgga 2580
attcgcagac tcaaaatcac cagcacaatc aagtgtttta acgaggccac ctgcatttcg 2640
gtcecececegyg tagatggcta cgtgatggtt ttacagcceg aggagcccaa gatcagectg 2700
agtggcgtcce accattttge ccgagcagct tctgaatttg aaagctcaga aggggtgttce 2760
cttttecectg agcttcecgecat catcagcacce atcacgagag aagtggagcece tgaaggggac 2820
ggggctgagg accccacagt tcaagaatca ctggtgtceg aggagatcgt gcacgacctg 2880
gatacctgtyg aggtcacggt ggagggagag gagctgaacc acgagcagga gagcectggag 2940
gtggacatgg cccgectgca gcagaagggce attgaagtga gcagctctga actgggcatg 3000
accttcacag gcgtggacac catggccagce tacgaggagg ttttgcacct getgegectat 3060
cggaactggce atgccaggtc cttgcttgac cggaagttta agctcatctg ctcagagcetg 3120
aatggccgcet acatcagcaa cgaatttaag gtggaagtga atgttatcca cacggccaac 3180
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cccatggaac acgccaacca catggctgece cagecacagt tegtgcacce ggaacaccgce 3240
tcetttgttg acctgtcagyg ccacaacctg gccaacccecce acccecgttcege agtegtecce 3300
agcactgcga cagttgtgat cgtggtgtgce gtcagcttcecce tggtgttcat gattatcctg 3360
ggggtattte ggatccggge cgcgtcgacg cggaccatge gggatcagga caccgggaag 3420
gagaacgaga tggactggga cgactctgcce ctgaccatca ccgtcaaccce catggagacce 3480
tatgaggacc agcacagcag tgaggaggag gaggaagagg aagaggaaga ggaaagcgag 3540
gacggcgaag aagaggatga catcaccagc gccgagtcegg agagcagega ggaggaggag 3600
ggggagcagyg gcgaccccca gaacgcaacce cggcagcage agctggagtg ggatgactec 3660
accctcaget actgaccegt gecccceggcee accteggttt ctgctttcecga agactcectget 3720
gccatcegtt cteccagtcee caagggtcca cgatgtncaa agtcatttcg gccagtaggt 3780
gtgcagaccc ctccccecgee acgatcgten ctgttgecttg gtgtgtagga ccctaggcetce 3840
ccegeccacce ctetgectgg tegegetett ctgtecccacg nnggagctga cnecttecte 3900
tctggeegee catcecggete gcacaggggce cteccagege ctcaggceccee gegtttgtgt 3960
ctggagtctce ccccecgggga gaggacctgg ccccatttte cacactcecte cteccgacagce 4020
agctcectgg gecagtggect gcetctcaccg tgtgcagect tgtggtttat gettaaatgt 4080
acattttecct gectggtaaaa ggagaaactg agaggtgtcce tgcagaccgg ctgaccactce 4140
cttttggaga cggcaggagg cctgagctgt gctgctcaag agactggatc agggtagcta 4200
caagtggccg ggcecttgect ttgggattct acctgttect aatttggtgt ggggtgcggg 4260
gtceectggee cctttteccac actectecte cgacagcage tcececctgggca gtggectggt 4320
ctcaccgtgt gcageccttgt ggtttatgct taaatgtaca ttttcecctget ggtaaaagga 4380
gaaactgaga ggtgtcctge agaccggctg accactcctt ttggagacgg caggaggcect 4440
gagcgatceyg tactcagaac gtccaggaga gacgcatgge ccgaagtcaa agtgctggaa 4500
ttttccaaaa cagcctgtte tetectetcet cctecccaga gecacceccecctg ccatcagggg 4560
ggttgaaatc cctctececcce aggagccectg ctgctttget tggtggtagg gcaggagagce 4620
aaacaaacag tcatggtcta aaacccacat agcactttgc tcttagttac atgtaaaatt 4680
ttagatttct aaaacaggtg ggcaatcatt ttgaatactg ttctgtgacc ctgactgcta 4740
gttctgagga cactggtggc tgtgctatgt gtggccatcce tceccatgteccce gtcectgtag 4800
ctgctcetgtt tagacagcgg acagacgctce acgcccaggg gatgtcecctca cgctgtegece 4860
gcgeggttte ccttegcaga tgtgtatact catgataggt cagaaagtgt atccgctaca 4920
ataaagttct ggttctaact aaaaaaaaaa aaaaaaaaaa aaaaa 4965
<210> SEQ ID NO 96
<211> LENGTH: 2617
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 96
gacttgctee ggtttgcaga gctaggaggt ggcaggetgt gegctcaaac tcaggctgte 60
taactccaca ttctgtgggg tgagaggatg ggtgatgggyg tgtcttttet ggaggaggga 120
ggtgctgtga gectagcegag atggaggtac agtgggtgtg ggectggage getgggecca 180
ggcaggggcet tctgattagg aagecctggg gcaccagtte aggttcetecce agagagtagt 240
gtgatgggat ccagtaacct gtgccctcca gatgacttet gtaggtgtgt ttagtgacat 300
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gctcaacggg tgcgggaagg atgggcettgt gccaagggcce aagcccagag atgtttcaga 360
tttttcectt tatgecccctg caaccaagec ctgctgetee aggacatata agagacgaag 420
gctgagggcet ccagcactca cecggectggg ccctgtcact tcetcetgatag ctceccagcetce 480
gctctcetgea gccatgattyg ccagacagca gtgtgtcega ggegggcccc ggggcttcag 540
ctgtggcteg geccattgtag geggtggcaa gagaggtgece ttcagctcag tctecatgte 600
tggaggtgct ggccgatgcet cttetggggg atttggcage agaagcctct acaacctcag 660
ggggaacaaa agcatctcca tgagtgtggce tgggtcacga caaggtgcct getttggggg 720
tgctggagge tttggcactg gtggctttgg tgccggegge ttcecggagetyg gttteggeac 780
tggtggettt ggtggtggat ttgggggctce cttcagtggt aagggtggcc ctggettccce 840
cgtcetgecce gectgggggaa ttcaggaggt caccatcaac cagagcttgce tcacccccect 900
ccacgtggag attgaccctg agatccagaa agtccggacg gaagagcgcg aacagatcaa 960

gctectcaac aacaagtttg cctecttecat cgacaaggtg cagttcttag agcaacagaa 1020
taaggtcctyg gagaccaaat ggaacctgcet ccagcagcag acgaccacca cctccagcaa 1080
aaaccttgag cccctcectttg agacctacct cagtgtectg aggaagcagce tagatacctt 1140
gggcaatgac aaagggcgcce tgcagtctga getgaagacce atgcaggaca gegtggagga 1200
cttcaagact aagtatgaag aggagatcaa caaacgcaca gcagccgaga atgactttgt 1260
ggtcctaaag aaggacgtgg atgctgcecta cctgaacaag gtggagttgg aggccaaggt 1320
ggacagtctt aatgacgaga tcaacttcct gaaggtccte tatgatgegg agctgtcecca 1380
gatgcagacc catgtcagcg acacgtccgt ggtcctttec atggacaaca accgcaacct 1440
ggacctggac agcattattg ccgaggtccg tgcccagtac gaggagattg cccagaggag 1500
caaggctgag gctgaagccce tgtaccagac caaggtccag cagctccaga tcectcecggttga 1560
ccaacatggt gacaacctga agaacaccaa gagtgaaatt gcagagctca acaggatgat 1620
ccagaggctyg cgggcagaga tcgagaacat caagaagcag tgccagactce ttcaggtate 1680
cgtggetgat gcagagcagce gaggtgagaa tgcccttaaa gatgcccaca gcaagegegt 1740
agagctggag gctgecectge agcaggecaa ggaggagetyg gcacgaatge tgcgtgagta 1800
ccaggagctc atgagtgtga agctggcctt ggacatcgag atcgccacct accgcaaact 1860
gctggaggge gaggagtaca gaatgtctgg agaatgccag agtgccgtga gcatctetgt 1920
ggtcagcggt agcaccagca ctggaggcat cagcggagga ttaggaagtg gctccgggtt 1980
tggcctgagt agtggctttg getceccggcte tggaagtgge tttgggtttg gtggcagtgt 2040
ctctggcagt tccagcagca agatcatctce taccaccacc ctgaacaaga gacgatagag 2100
gagacgaggt ccctgcagct cactgtgtcce agctgggcec agcactggtg tctetgtget 2160
tcettcactt cacctccate ctetgtetet ggggctcatce ttactagtat cccctcecact 2220
atcccatggg ctctectcectge cccaggatga tcettetgtge tgggacaggg actctgecte 2280
ttggagtttg gtagctactt cttgatttgg gcctggtgac ccacctggaa tgggaaggat 2340
gtcagctgac ctctcaccte ccatgggcag agaagaaaat gaccaggagt gtcatctceca 2400
gaattattgg ggtcacatat gtcecctteccce agtccaatge catctcecccac tagatccectgt 2460
attatccatc tacatcagaa ccaaactact tctccaacac ccggcagcac ttggccctgce 2520
aagcttagga tgagaaccac ttagtgtcce attctactcce tcectcattcce tettatccat 2580

ctgcaggtga atcttcaata aaatgctttt gtcattce 2617
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<210> SEQ ID NO 97
<211> LENGTH: 2547
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 97
gegacggagyg gaggagggaa ggagatgaac gagattaaga cccaattcac cacccgggaa 60
ggtectgtaca agctgctgee gcactcggag tacagecgge ccaaccgggt geccttcaac 120
tcgcagggat ccaaccctgt ccgcegtetece ttegtaaacce tcaacgacca gtctggcaac 180
ggcgaccgee tcetgettcaa tgtgggecegg gagcetgtact tcectatatcta caagggggtce 240
cgcaaggcetyg ctgacttgag taaaccaata gataaaagga tatacaaagg aacacagcct 300
acttgtcatg acttcaacca cctaacagcc acagcagaaa gtgtctctet cctagtggge 360
ttttecgcag gccaagtcca gettatagac ccaatcaaaa aagaaactag caaacttttt 420
aatgaggaaa gactaataga caagtcacga gttacctgtg tcaaatgggt tcceggtteg 480
gaaagccttt tectagtage ccactcgagt gggaacatgt acttatataa tgtggagcac 540
acttgtggca ccacagccce ccactaccag cttectgaage acggagagag ctttgeegtg 600
cacacttgca agagcaaatc cacgaggaac cctctectta agtggacggt gggcgagggg 660
geectcaacyg agtttgettt ctcecccagat ggcaagttet tagcegtgegt gagcecaggac 720
gggtttetge gggtgttcaa ctttgactca gtggagetge acggtacgat gaaaagctac 780
tttgggggcet tgctgtgtgt gtgctggage ceggatggea agtacatcegt gacaggtggg 840
gaggacgact tggtgacagt ctggtccttt gtagactgcce gagtaatagc caaaggccac 900
gggcacaagt cctgggtcag tgttgtageg tttgaccctt ataccactag tgtagaagaa 960
ggtgacccta tggagtttag tggcagcgat gaggacttcc aagaccttct tcattttgge 1020
agagatcgag caaatagtac acagtccagg ctctccaaac ggaactctac agacagccgce 1080
ccegtaagtg tcacgtateg gtttggttcee gtgggccagg acacacagcet ctgtttatgg 1140
gaccttacag aagatatcct tttceccctcac caaccecctet caagagcaag gacacacaca 1200
aatgtcatga atgccacgag tcctcectgct ggaagcaatg ggaacagtgt tacaacaccc 1260
gggaactctg tgccgectcee tcetgccacgg tccaacagec ttceccacattce agcagtcetca 1320
aatgctggca gcaaaagcag tgtcatggac ggggccattg cttctggggt cagcaaattt 1380
gcaacacttt cactacatga ccggaaggag aggcaccacg agaaagatca caagcgaaat 1440
catagcatgg gacacatttc tagcaagagc agtgacaaac tgaatctagt taccaaaacc 1500
aaaacggacc ctgctaaaac tctgggaacg ccectgtgte ctcgaatgga agatgttccce 1560
ttgttagagc cgctgatatg taaaaagata gcacatgaga gactgactgt actaatattt 1620
cttgaagact gtatagtcac tgcttgtcag gagggattta tttgcacatg gggaaggcct 1680
ggtaaagtgg gctcattgtc atccccaagce caggccagtt ctccaggtgg aactgtagtg 1740
tagcgacctce actgctgege gcacagtcte ccgggacttg gactcgaggg agtgacgagg 1800
aggagctceg agcetgegect gagccgtgece agecggegga cctcaggegyg tggacgtcegg 1860
cgatagccgt gtggacggtg accggctcac tctgcggege cgtgctcecceg ctgctcacce 1920
aaagaagttg tttccatttt aaaccggtct tttggggctg cagtaaaaaa taagaaatgg 1980
agttttettg ctttttactc taaaattcaa tgtaattaaa tttcatatat atataatata 2040
tacatatata catagtgtaa aataaaatgt ttcttggaca agaaatcccc tgaaattcag 2100
ctgttatagt gcttcactgt ttttgcactg atttttctat accttaggtg gtcagaagac 2160
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aaccttgaat
cagacgctge
tggaaagtta
atgccetttt
atcaactctg
cactagtaat

ctattttgta

gcactcatag
aatcacagat
ctttgcagat
tacccegttyg
tattatatgt
tttcatcatt

atataaaaaa

<210> SEQ ID NO 98
<211> LENGTH: 14121

<212> TYPE:

DNA

agaaaactgt
tttaaaaaat
gggtgtaagg
acgtttattt
ataaatattg
taagagtgat

aaaaaaa

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 98

attcccacceyg

cccagecage

agctggegat

tgctgetget

tctgtecaaa

ctgagagttce

gcaaggttga

ccctgaaaga

actctgagga

ggaagcaggt

ggggcatcat

ttctggatac

atgtggcaac

tcegeacagyg

tgatcagcag

aagccatctg

tggtagcaca

tctttggtga

ctccaaagca

ctgagcaaaa

tcagtgatga

ctttacaage

tgaaacgtgt

tcececegagec

gecgagecac

cagggaccca

gcactgggga

ccatggagca

agccatcact

ggacctgegg
cagggecgeg
ggaccecgecyg
getggeggge
agatgcgacc
cagtggagtc
getggaggtt
ggtgtatgge
gtttgctgca
tttcctttac
ttctgeecte
cgtgtatgga
agaaatatcc
catcagccca
cagccagtec
caaggagcaa
agtgacacag
aggtactaag
ggccgaaget
tatccagaga
agcagtcaca
cttggttecag
gecatgccaac
ctcagcacag
cttgtatgeg
ggagctgetyg
tgaagattac
gttaactcca

gatgatccag

ggctgagtge
aggccgagge
aggccegage
gecagggecg
cgattcaage
cctgggactyg
ccccagetet
ttcaaccctyg
gccatgteca
ccggagaaag
ctggttecce
aactgctcca
actgaaagag
cttgctetea
tgtcagtaca
cacctettee
actttgaaac
aagatgggcc
gttttgaaga
gctaatctet
tetetettge
tgtggacage
ccecttetga
cagctgegag
ctgagcecacyg
gacattgcta
acctatttga
gaactcaagt

aaagctgeca

tactttctga

tgtttgcact

actcatggec

tacgtaaaat

taattctgeca

atttctaatt

cctteteggt
caggccgcag
tgctggeget
aagaggaaat
acctccggaa
ctgattcaag
gcagctteat
agggcaaagc
ggtatgagcet
atgaacctac
cagagacaga
ctcactttac
acctggggea
tcaaaggcat
cactggacge
tgcetttete
ttgaagacac
tcgcatttga
ctctecagga
tcaataagct
cacagctgat
ctcagtgete
tagatgtggt
agatcttcaa
cggtcaacaa
attacctgat
ttctgegggt
cttcaatect

tccaggetet

cgtaatgtaa ttcaggaaga

taaaaatagt tgaatgctgg

ctctgaggty cggcegtgaag

aaactgttgt ttccaatgca

attggggaaa atagttactt

cacaaaagtt aatattaaaa

tgctgeeget gaggageccg
cccaggagee gecccaccge
getggegetyg ccetgegetge
getggaaaat gtcagectgg
gtacacatac aactatgagg
aagtgccacc aggatcaact
cctgaagace agccagtgca
cttgctgaag aaaaccaaga
caagctggece attccagaag
ttacatcctyg aacatcaaga
agaagccaag caagtgttgt
cgtcaagacyg aggaagggca
gtgtgatcge ttcaagccca
gacccgeece ttgtcaacte
taagaggaag catgtggcag
ctacaacaat aagtatggga
accaaagatc aacagccget
gagcaccaaa tccacatcac
actgaaaaaa ctaaccatct
ggttactgag ctgagaggcce
tgaggtgtce agccccatca
cactcacatce ctccagtgge
cacctacctyg gtggecctga
catggcgagg gatcagcgca
ctatcataag acaaacccta
ggaacagatt caagatgact
cattggaaat atgggccaaa
caaatgtgtc caaagtacaa

gcggaaaatyg gagcctaaag

2220

2280

2340

2400

2460

2520

2547

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740
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acaaggacca ggaggttctt cttcagactt tccttgatga tgcttctcececg ggagataagce 1800
gactggctge ctatcttatg ttgatgagga gtccttcaca ggcagatatt aacaaaattg 1860
tccaaattct accatgggaa cagaatgagc aagtgaagaa ctttgtggct tceccatattg 1920
ccaatatctt gaactcagaa gaattggata tccaagatct gaaaaagtta gtgaaagaag 1980
ctctgaaaga atctcaactt ccaactgtca tggacttcag aaaattctct cggaactatc 2040
aactctacaa atctgtttcect cttccatcac ttgacccage ctcagccaaa atagaaggga 2100
atcttatatt tgatccaaat aactaccttc ctaaagaaag catgctgaaa actaccctca 2160
ctgcctttgg atttgcttca getgacctca tcgagattgg cttggaagga aaaggctttg 2220
agccaacatt ggaagctctt tttgggaagc aaggattttt cccagacagt gtcaacaaag 2280
ctttgtactg ggttaatggt caagttcctg atggtgtcectc taaggtctta gtggaccact 2340
ttggctatac caaagatgat aaacatgagc aggatatggt aaatggaata atgctcagtg 2400
ttgagaagct gattaaagat ttgaaatcca aagaagtccc ggaagccaga gcctacctcece 2460
gcatcttggg agaggagctt ggttttgcca gtctccatga cctceccagetce ctgggaaagce 2520
tgcttetgat gggtgccege actctgcagg ggatcccecca gatgattgga gaggtcatca 2580
ggaagggctc aaagaatgac ttttttcttc actacatctt catggagaat gcctttgaac 2640
tceccactgg agctggatta cagttgcaaa tatcttcatce tggagtcatt getcccggag 2700
ccaaggctgg agtaaaactg gaagtagcca acatgcagge tgaactggtyg gcaaaaccct 2760
ccgtgtetgt ggagtttgtyg acaaatatgg gcatcatcat tccggacttce getaggagtg 2820
gggtccagat gaacaccaac ttcttccacg agtcgggtet ggaggctcat gttgccctaa 2880
aagctgggaa gctgaagttt atcattecctt ccccaaagag accagtcaag ctgctcagtg 2940
gaggcaacac attacatttg gtctctacca ccaaaacgga ggtgatccca cctcectcattg 3000
agaacaggca gtcctggtca gtttgcaagce aagtctttcecc tggcctgaat tactgcacct 3060
caggcgctta ctccaacgcc agctccacag actccgectce ctactatceg ctgaccgggg 3120
acaccagatt agagctggaa ctgaggccta caggagagat tgagcagtat tcectgtcageg 3180
caacctatga gctccagaga gaggacagag ccttggtgga taccctgaag tttgtaactce 3240
aagcagaagg tgcgaagcag actgaggcta ccatgacatt caaatataat cggcagagta 3300
tgaccttgtc cagtgaagtc caaattccgg attttgatgt tgacctcgga acaatcctca 3360
gagttaatga tgaatctact gagggcaaaa cgtcttacag actcaccctg gacattcaga 3420
acaagaaaat tactgaggtc gccctcatgg gccacctaag ttgtgacaca aaggaagaaa 3480
gaaaaatcaa gggtgttatt tccatacccc gtttgcaagce agaagccaga agtgagatcce 3540
tcgcccactg gtcecgectgee aaactgctte tccaaatgga ctcatctget acagcettatg 3600
gcteccacagt ttccaagagg gtggcatgge attatgatga agagaagatt gaatttgaat 3660
ggaacacagg caccaatgta gataccaaaa aaatgacttc caatttccct gtggatctcet 3720
ccgattatcce taagagcttg catatgtatg ctaatagact cctggatcac agagtccctg 3780
aaacagacat gactttccgg cacgtgggtt ccaaattaat agttgcaatg agctcatggce 3840
ttcagaaggc atctgggagt cttccttata cccagacttt gcaagaccac ctcaatagcece 3900
tgaaggagtt caacctccag aacatgggat tgccagactt ccacatccca gaaaacctct 3960
tcttaaaaag cgatggccgg gtcaaatata ccttgaacaa gaacagtttg aaaattgaga 4020

ttectttgee ttttggtgge aaatcctcca gagatctaaa gatgttagag actgttagga 4080
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caccagccct ccacttcaag tcectgtgggat tccatctgece atctcgagag ttceccaagtcece 4140
ctacttttac cattcccaag ttgtatcaac tgcaagtgcc tctcecctgggt gttctagacce 4200
tctccacgaa tgtctacage aacttgtaca actggtccge ctcectacagt ggtggcaaca 4260
ccagcacaga ccatttcagce cttcgggcte gttaccacat gaaggctgac tetgtggttg 4320
acctgcttte ctacaatgtyg caaggatctg gagaaacaac atatgaccac aagaatacgt 4380
tcacactatc atgtgatggg tctctacgcce acaaatttct agattcgaat atcaaattca 4440
gtcatgtaga aaaacttgga aacaacccag tctcaaaagg tttactaata ttcgatgcat 4500
ctagttcecctg gggaccacag atgtctgctt cagttcattt ggactccaaa aagaaacagc 4560
atttgtttgt caaagaagtc aagattgatg ggcagttcag agtctcttcg ttctatgcecta 4620
aaggcacata tggcctgtcet tgtcagaggg atcctaacac tggccggctce aatggagagt 4680
ccaacctgag gtttaactcc tecctacctcee aaggcaccaa ccagataaca ggaagatatg 4740
aagatggaac cctctccecte acctccacct ctgatctgca aagtggcatc attaaaaata 4800
ctgcttecct aaagtatgag aactacgagc tgactttaaa atctgacacc aatgggaagt 4860
ataagaactt tgccacttct aacaagatgg atatgacctt ctctaagcaa aatgcactgc 4920
tgcgttcetga atatcaggct gattacgagt cattgaggtt cttcagcecctg ctttetggat 4980
cactaaattc ccatggtctt gagttaaatg ctgacatctt aggcactgac aaaattaata 5040
gtggtgctca caaggcgaca ctaaggattg gccaagatgg aatatctacc agtgcaacga 5100
ccaacttgaa gtgtagtctc ctggtgctgg agaatgagct gaatgcagag cttggcctcet 5160
ctggggcatc tatgaaatta acaacaaatg gccgcttcag ggaacacaat gcaaaattca 5220
gtctggatgg gaaagccgce ctcacagagce tatcactggg aagtgcttat caggccatga 5280
ttectgggtgt cgacagcaaa aacattttca acttcaaggt cagtcaagaa ggacttaagc 5340
tctcaaatga catgatgggc tcatatgctg aaatgaaatt tgaccacaca aacagtctga 5400
acattgcagg cttatcactg gacttctctt caaaacttga caacatttac agctctgaca 5460
agttttataa gcaaactgtt aatttacagc tacagcccta ttctctggta actactttaa 5520
acagtgacct gaaatacaat gctctggatc tcaccaacaa tgggaaacta cggctagaac 5580
ccetgaaget gecatgtgget ggtaacctaa aaggagcecta ccaaaataat gaaataaaac 5640
acatctatgc catctcttcect getgecttat cagcaagcta taaagcagac actgttgcecta 5700
aggttcaggg tgtggagttt agccatcggc tcaacacaga catcgcectggg ctggcttcag 5760
ccattgacat gagcacaaac tataattcag actcactgca tttcagcaat gtcttcecgtt 5820
ctgtaatggc cccgtttacce atgaccatcg atgcacatac aaatggcaat gggaaactcg 5880
ctctetgggg agaacatact gggcagcectgt atagcaaatt cctgttgaaa gcagaacctce 5940
tggcatttac tttctctcat gattacaaag gctccacaag tcatcatctce gtgtctagga 6000
aaagcatcag tgcagctctt gaacacaaag tcagtgccect gecttactcca getgagcaga 6060
caggcacctg gaaactcaag acccaattta acaacaatga atacagccag gacttggatg 6120
cttacaacac taaagataaa attggcgtgg agcttactgg acgaactctg gcectgacctaa 6180
ctctactaga ctccccaatt aaagtgccac ttttactcag tgagcccatc aatatcattg 6240
atgctttaga gatgagagat gccgttgaga agccccaaga atttacaatt gttgettttg 6300
taaagtatga taaaaaccaa gatgttcact ccattaacct cccatttttt gagaccttgc 6360
aagaatattt tgagaggaat cgacaaacca ttatagttgt agtggaaaac gtacagagaa 6420

acctgaagca catcaatatt gatcaatttg taagaaaata cagagcagcc ctgggaaaac 6480
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tceccacagca agctaatgat tatctgaatt cattcaattg ggagagacaa gtttcacatg 6540
ccaaggagaa actgactgct ctcacaaaaa agtatagaat tacagaaaat gatatacaaa 6600
ttgcattaga tgatgccaaa atcaacttta atgaaaaact atctcaactg cagacatata 6660
tgatacaatt tgatcagtat attaaagata gttatgattt acatgatttg aaaatagcta 6720
ttgctaatat tattgatgaa atcattgaaa aattaaaaag tcttgatgag cactatcata 6780
tcecgtgtaaa tttagtaaaa acaatccatg atctacattt gtttattgaa aatattgatt 6840
ttaacaaaag tggaagtagt actgcatcct ggattcaaaa tgtggatact aagtaccaaa 6900
tcagaatcca gatacaagaa aaactgcagce agcttaagag acacatacag aatatagaca 6960
tccagcacct agctggaaag ttaaaacaac acattgaggce tattgatgtt agagtgettt 7020
tagatcaatt gggaactaca atttcatttg aaagaataaa tgatgttctt gagcatgtca 7080
aacactttgt tataaatctt attggggatt ttgaagtagc tgagaaaatc aatgccttca 7140
gagccaaagt ccatgagtta atcgagaggt atgaagtaga ccaacaaatc caggttttaa 7200
tggataaatt agtagagttg acccaccaat acaagttgaa ggagactatt cagaagctaa 7260
gcaatgtcct acaacaagtt aagataaaag attactttga gaaattggtt ggatttattg 7320
atgatgctgt gaagaagctt aatgaattat cttttaaaac attcattgaa gatgttaaca 7380
aattccttga catgttgata aagaaattaa agtcatttga ttaccaccag tttgtagatg 7440
aaaccaatga caaaatccgt gaggtgactc agagactcaa tggtgaaatt caggctctgg 7500
aactaccaca aaaagctgaa gcattaaaac tgtttttaga ggaaaccaag gccacagttg 7560
cagtgtatct ggaaagccta caggacacca aaataacctt aatcatcaat tggttacagg 7620
aggctttaag ttcagcatct ttggctcaca tgaaggccaa attccgagag actctagaag 7680
atacacgaga ccgaatgtat caaatggaca ttcagcagga acttcaacga tacctgtctce 7740
tggtaggcca ggtttatage acacttgtca cctacatttc tgattggtgg actcttgetg 7800
ctaagaacct tactgacttt gcagagcaat attctatcca agattgggct aaacgtatga 7860
aagcattggt agagcaaggg ttcactgttc ctgaaatcaa gaccatcctt gggaccatgc 7920
ctgcctttga agtcagtcectt caggctcecttce agaaagctac cttccagaca cctgatttta 7980
tagtcceccct aacagatttg aggattccat cagttcagat aaacttcaaa gacttaaaaa 8040
atataaaaat cccatccagg ttttccacac cagaatttac catccttaac accttccaca 8100
ttecttectt tacaattgac tttgtcgaaa tgaaagtaaa gatcatcaga accattgacc 8160
agatgcagaa cagtgagctg cagtggcccg ttccagatat atatctcagg gatctgaagg 8220
tggaggacat tcctctageg agaatcaccce tgccagactt ccgtttacca gaaatcgcaa 8280
ttccagaatt cataatccca actctcaacc ttaatgattt tcaagttcct gaccttcaca 8340
taccagaatt ccagcttccecc cacatctcac acacaattga agtacctact tttggcaagc 8400
tatacagtat tctgaaaatc caatctcctce ttttcacatt agatgcaaat gctgacatag 8460
ggaatggaac cacctcagca aacgaagcag gtatcgcage ttccatcact gccaaaggag 8520
agtccaaatt agaagttctc aattttgatt ttcaagcaaa tgcacaactc tcaaacccta 8580
agattaatcc gectggctetyg aaggagtcag tgaagttcectc cagcaagtac ctgagaacgg 8640
agcatgggag tgaaatgctg ttttttggaa atgctattga gggaaaatca aacacagtgg 8700
caagtttaca cacagaaaaa aatacactgg agcttagtaa tggagtgatt gtcaagataa 8760
acaatcagct taccctggat agcaacacta aatacttcca caaattgaac atccccaaac 8820
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tggacttcte tagtcaggct gacctgcgca acgagatcaa gacactgttg aaagctggcece 8880
acatagcatg gacttcttct ggaaaagggt catggaaatg ggcctgccce agattctcag 8940
atgagggaac acatgaatca caaattagtt tcaccataga aggacccctce acttcecctttg 9000
gactgtccaa taagatcaat agcaaacacc taagagtaaa ccaaaacttg gtttatgaat 9060
ctggctecct caacttttet aaacttgaaa ttcaatcaca agtcgattcce cagcatgtgg 9120
gccacagtgt tctaactgct aaaggcatgg cactgtttgg agaagggaag gcagagttta 9180
ctgggaggca tgatgctcat ttaaatggaa aggttattgg aactttgaaa aattctcttt 9240
tcttttecage ccagccattt gagatcacgg catccacaaa caatgaaggg aatttgaaag 9300
ttegttttee attaaggtta acagggaaga tagacttcect gaataactat gcactgttte 9360
tgagtcccag tgcccagcaa gcaagttgge aagtaagtgce taggttcaat cagtataagt 9420
acaaccaaaa tttctctgct ggaaacaacg agaacattat ggaggcccat gtaggaataa 9480
atggagaagc aaatctggat ttcttaaaca ttcctttaac aattcctgaa atgcgtctac 9540
cttacacaat aatcacaact cctccactga aagatttctc tctatgggaa aaaacaggct 9600
tgaaggaatt cttgaaaacg acaaagcaat catttgattt aagtgtaaaa gctcagtata 9660
agaaaaacaa acacaggcat tccatcacaa atcctttgge tgtgctttgt gagtttatca 9720
gtcagagcat caaatccttt gacaggcatt ttgaaaaaaa cagaaacaat gcattagatt 9780
ttgtcaccaa atcctataat gaaacaaaaa ttaagtttga taagtacaaa gctgaaaaat 9840
ctcacgacga gctccccagg acctttcaaa ttecctggata cactgttcca gttgtcaatg 9900
ttgaagtgtc tccattcacc atagagatgt cggcattcgg ctatgtgttce ccaaaagcag 9960
tcagcatgcce tagtttctec atcctaggtt ctgacgtccg tgtgccttca tacacattaa 10020
tcetgecate attagagetg ccagtectte atgtccecctag aaatctcaag ctttetette 10080
cacatttcaa ggaattgtgt accataagcc atatttttat tcctgccatg ggcaatatta 10140
cctatgattt ctcctttaaa tcaagtgtca tcacactgaa taccaatgct gaacttttta 10200
accagtcaga tattgttgct catctecttt cttcatctte atctgtcatt gatgcactge 10260
agtacaaatt agagggcacc acaagattga caagaaaaag gggattgaag ttagccacag 10320
ctectgtetet gagcaacaaa tttgtggagg gtagtcataa cagtactgtg agcttaacca 10380
cgaaaaatat ggaagtgtca gtggcaaaaa ccacaaaagc cgaaattcca attttgagaa 10440
tgaatttcaa gcaagaactt aatggaaata ccaagtcaaa acctactgtc tcttectcca 10500
tggaatttaa gtatgatttc aattcttcaa tgctgtactc taccgctaaa ggagcagttg 10560
accacaagct tagcttggaa agcctcacct cttactttte cattgagtca tctaccaaag 10620
gagatgtcaa gggttcggtt ctttctcecggg aatattcagg aactattgct agtgaggcca 10680
acacttactt gaattccaag agcacacggt cttcagtgaa gctgcagggc acttccaaaa 10740
ttgatgatat ctggaacctt gaagtaaaag aaaattttgc tggagaagcc acactccaac 10800
gcatatattc cctectgggag cacagtacga aaaaccactt acagctagag ggectcectttt 10860
tcaccaacgg agaacataca agcaaagcca ccctggaact ctctceccatgg caaatgtcag 10920
ctcttgttca ggtccatgca agtcagccca gttecctteca tgatttcect gaccttggee 10980
aggaagtggc cctgaatgct aacactaaga accagaagat cagatggaaa aatgaagtcc 11040
ggattcattc tgggtcttte cagagccagg tcgagcecttte caatgaccaa gaaaaggcac 11100
accttgacat tgcaggatcc ttagaaggac acctaaggtt cctcaaaaat atcatcctac 11160

cagtctatga caagagctta tgggatttcc taaagctgga tgtaaccacc agcattggta 11220
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ggagacagca tcttcecgtgtt tcaactgcct ttgtgtacac caaaaacccc aatggctatt 11280
cattctceccat ccctgtaaaa gttttggctg ataaattcat tactcctggg ctgaaactaa 11340
atgatctaaa ttcagttctt gtcatgccta cgttccatgt cccatttaca gatcttcagg 11400
ttccategtyg caaacttgac ttcagagaaa tacaaatcta taagaagctg agaacttcat 11460
catttgccct caacctacca acactceccccg aggtaaaatt ccctgaagtt gatgtgttaa 11520
caaaatattc tcaaccagaa gactccttga ttceccttttt tgagataacc gtgcctgaat 11580
ctcagttaac tgtgtcccag ttcacgcttce caaaaagtgt ttcagatggce attgetgett 11640
tggatctaaa tgcagtagcc aacaagatcg cagactttga gttgcccacc atcategtge 11700
ctgagcagac cattgagatt ccctccatta agttctetgt acctgectgga attgtcatte 11760
cttcctttca agcactgact gcacgcetttg aggtagactce tcccegtgtat aatgccactt 11820
ggagtgccag tttgaaaaac aaagcagatt atgttgaaac agtcctggat tccacatgca 11880
gctcaaccgt acagttccta gaatatgaac taaatgtttt gggaacacac aaaatcgaag 11940
atggtacgtt agcctctaag actaaaggaa cacttgcaca ccgtgacttc agtgcagaat 12000
atgaagaaga tggcaaattt gaaggacttc aggaatggga aggaaaagcg cacctcaata 12060
tcaaaagcce agcgttcacce gatctceccatce tgcgctacca gaaagacaag aaaggcatct 12120
ccacctcagce agcctcccecca gecgtaggca ccecgtgggcat ggatatggat gaagatgacg 12180
acttttctaa atggaacttc tactacagcc ctcagtceccte tccagataaa aaactcacca 12240
tattcaaaac tgagttgagg gtccgggaat ctgatgagga aactcagatc aaagttaatt 12300
gggaagaaga ggcagcttct ggcttgctaa cctctectgaa agacaacgtg cccaaggcca 12360
caggggtcct ttatgattat gtcaacaagt accactggga acacacaggg ctcaccctga 12420
gagaagtgtc ttcaaagctg agaagaaatc tgcagaacaa tgctgagtgg gtttatcaag 12480
gggccattag gcaaattgat gatatcgacg tgaggttcca gaaagcagcc agtggcacca 12540
ctgggaccta ccaagagtgg aaggacaagg cccagaatct gtaccaggaa ctgttgactce 12600
aggaaggcca agccagtttce cagggactca aggataacgt gtttgatggce ttggtacgag 12660
ttactcaaaa attccatatg aaagtcaagc atctgattga ctcactcatt gattttctga 12720
acttccceccag attccagttt ccggggaaac ctgggatata cactagggag gaactttgca 12780
ctatgttcat aagggaggta gggacggtac tgtcccaggt atattcgaaa gtccataatg 12840
gttcagaaat actgttttcc tatttccaag acctagtgat tacacttcct ttcgagttaa 12900
ggaaacataa actaatagat gtaatctcga tgtataggga actgttgaaa gatttatcaa 12960
aagaagccca agaggtattt aaagccattc agtctctcaa gaccacagag gtgctacgta 13020
atcttcagga ccttttacaa ttcattttcc aactaataga agataacatt aaacagctga 13080
aagagatgaa atttacttat cttattaatt atatccaaga tgagatcaac acaatcttca 13140
atgattatat cccatatgtt tttaaattgt tgaaagaaaa cctatgcctt aatcttcata 13200
agttcaatga atttattcaa aacgagcttc aggaagcttc tcaagagtta cagcagatcc 13260
atcaatacat tatggccctt cgtgaagaat attttgatcce aagtatagtt ggctggacag 13320
tgaaatatta tgaacttgaa gaaaagatag tcagtctgat caagaacctg ttagttgctce 13380
ttaaggactt ccattctgaa tatattgtca gtgcctctaa ctttacttcc caactctcaa 13440
gtcaagttga gcaatttctg cacagaaata ttcaggaata tcttagcatc cttaccgatc 13500

cagatggaaa agggaaagag aagattgcag agctttctgce cactgctcag gaaataatta 13560
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aaagccaggce cattgcgacg aagaaaataa tttctgatta ccaccagcag tttagatata 13620
aactgcaaga tttttcagac caactctctg attactatga aaaatttatt gctgaatcca 13680
aaagattgat tgacctgtcc attcaaaact accacacatt tctgatatac atcacggagt 13740
tactgaaaaa gctgcaatca accacagtca tgaaccccta catgaagctt gectccaggag 13800
aacttactat catcctctaa ttttttaaaa gaaatcttca tttattcttc ttttccaatt 13860
gaactttcac atagcacaga aaaaattcaa actgcctata ttgataaaac catacagtga 13920
gccagcecttyg cagtaggcag tagactataa gcagaagcac atatgaactg gacctgcacc 13980
aaagctggca ccagggctceg gaaggtctct gaactcagaa ggatggcatt ttttgcaagt 14040
taaagaaaat caggatctga gttattttgc taaacttggg ggaggaggaa caaataaatg 14100
gagtctttat tgtgtatcat a 14121
<210> SEQ ID NO 99

<211> LENGTH: 1890

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 99

atctgaagcce agtaaacatg gecgtcacceg acagectcag cegggetgeg actgtettgg 60
caactgtgtt getettgtee tteggeageg tggecgetag tcatatcgag gatcaagcag 120
aacaattctt tagaagtgge catacaaaca actgggetgt tetggtgtgt acatcccgat 180
tctggtttaa ttatcgacat gttgcaaata ccctttetgt ttatagaagt gtcaagagge 240
taggtattce tgacagtcac attgtcctaa tgettgecaga tgatatggece tgtaatccta 300
gaaatcccaa accagctaca gtgtttagtce acaagaatat ggaactaaat gtgtatggag 360
atgatgtgga agtggattat agaagttatg aggtaactgt ggagaatttt ttacgggtat 420
taactgggag gatcccacct agtactccte ggtcaaaacg tettetttet gatgacagaa 480
gcaatattct aatttatatg acagggcatg gtggaaatgg tttcttaaaa tttcaagatt 540
ctgaagaaat taccaacata gaactcgegg atgettttga acaaatgtgg cagaaaagac 600
gctacaatga gctactgttt attattgata cttgccaagg agcatccatg tatgaacgat 660
tttattctce taacataatg gctctageta gtagtcaagt gggagaagat tcactctcege 720
atcaacctga tcctgcaatt ggagtccate ttatggatag atacacattt tatgtcettgg 780
aatttttgga agaaattaac ccagctagcce aaactaatat gaatgacctt tttcaggtat 840
gtcccaaaag tctgtgtgtg tcetactectyg gacatcgcac tgatcttttt cagagggatc 900
ctaaaaatgt actgataact gatttctttg gaagtgtacg gaaagtggaa attacaacag 960

agactattaa attgcaacag gattcagaaa tcatggaaag cagctataag gaagaccaga 1020
tggatgagaa actaatggaa cctctgaaat atgctgaaca acttcctgta gcectcagataa 1080
tacaccagaa accgaagctg aaagactggc atcctcecctgg gggctttatt ctgggattat 1140
gggcacttat tatcatggtt ttcttcaaaa cttatggaat taagcatatg aagttcattt 1200
tttagacttg atgatgaatg aagaatgcat ggaggactgc aaacttggat aataatttat 1260
gtcattatat atttttaaaa atgtgtttct cttgtatgaa ttggaaataa gtataaggaa 1320
actaaatttg aatcaactat taattttata acttaaagaa aaataattgt taatgcaact 1380
gcttaatgge actaaatata ttccagtttt gtattttgtg tattataaaa gcgaatgaga 1440
cagagatcag aatacattga ctgtttttga aaatagtaat ttccccttat ccccttttca 1500

tttggaaaag aaacaattgt gaagacatta aattctcact aacagaagta actttggtta 1560
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attatttttt gtatatcctc ccaatctttt gacttatgca catatttttt cccaatatgg 1620
agatcatatg gaatgtacta ttttgtaatg tcttttttca ttttacaatg tattatcaac 1680
cttttcecte tcaaaaatac attgtgaatg actgcatagt attcacttta tgaatattta 1740
attcatttca cagtcttcta ttgttggacc acttacattg taccaaatgt tttcctttgg 1800
tttattcttt aatgtattaa tattttactg ctggtcactc atggaatcct gcagctttaa 1860
ttaaaagcaa agatgaaaaa aaaaaaaaaa 1890
<210> SEQ ID NO 100

<211> LENGTH: 1976

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 100

ggtaccagag gtggcagtgce tgccgacttce gegtttgect tgctggatga ttecgettgt 60
ttgceggetyg cgtgagtgct tagagetttt cggtggaaga tgccggacag taacttcgca 120
gagcgcageyg aggagcaggt gtctggtgcet aaagtcatcg ctcaggecct gaaaacgcaa 180
gatgtggagt acatatttgg catcgtaggc atcccagtga ccgaaatcge cattgctgece 240
cagcagctag gcatcaagta catcgggatg aggaatgage aagcggcettyg ttatgetgee 300
tcegegattyg gatatctgac aagcaggeca ggagtcetgece ttgttgttte tggeccaggt 360
ctcatccatg ccttgggegg tatggcaaat gcaaacatga actgctggece cttgettgtg 420
attggtggtt cctctgaaag aaaccaagaa acaatgggag ctttccagga gtttectcag 480
gttgaagctt gtagattata taccaagttc tctgccegey caagcagcat agaagctatt 540
cettttgtta ttgaaaaggce agtgagaage agtatctatg gtegtccagyg tgcttgetat 600
gttgacatac cagcagattt tgtgaacctt caggtgaatg tgaattctat aaagtacatg 660
gaacgctgca tgtcacctece tattagcatg gcagaaacct ctgctgtgtg cacggcegget 720
tctgttatta ggaatgccaa acaaccectt cttatcateg ggaaaggtge tgcttacget 780
catgcagaag agagtatcaa gaaattggtg gagcaatata aactgccatt tttgcccace 840
cctatgggaa agggtgttgt ccctgacaac catccatact gtgtaggtge agccagatce 900
agggctttge aatttgctga tgtaattgtg ttatttggtg ccagactaaa ttggatttta 960

cattttggac tgcctccaag atatcagcca gatgtgaagt ttatccaggt tgatatctgt 1020
gcagaagaat tggggaataa tgtaaagccc gcectgttactt tgctaggaaa catacatgcet 1080
gtcactaagc agcttttaga ggaacttgat aaaacaccat ggcagtatcc tccagagagce 1140
aagtggtgga aaactctgag agaaaaaatg aagagcaatyg aagctgcatc caaggaacta 1200
gcttctaaaa aatccctgce tatgaattat tacacagtat tcectaccatgt tcaagaacaa 1260
ctacctagag actgtttcegt ggtaagtgaa ggagcaaata ctatggacat tggacggact 1320
gtgcttcaga actaccttce tcgtcacagg cttgatgctg gtactttegg aacaatggga 1380
gttggtttgg gatttgctat tgcagctgcce gtggtggcta aagatagaag ccctgggcat 1440
tggatcatct gtgtggaagg agacagtgca tttgggtttt ctggcatgga ggtagaaacc 1500
atctgcaggt acaacttgcc aatcatactg ttggtagtga ataacaatgg aatttaccaa 1560
ggttttgata cagatacttg gaaagaaatg ttaaaatttc aagatgctac tgcagtggtc 1620
cctccaatgt gtttgctgec aaattcacat tatgagcaag tcatgactgce atttggaggce 1680

aaagggtatt ttgtacaaac accagaagaa ctccaaaaat ccctggagca gagcctagca 1740
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gacacaacta aaccttctet tatcaacatc

caggatttte attggetgac ccgetctaat

gagttttcte tttcttgcaa gatgaaattt

aaaattgtgc aaaataaaat aaacatttaa

<210>
<211>
<212>
<213>

<400>

SEQ ID NO 101

LENGTH: 1019

TYPE: DNA

ORGANISM: Homo sapiens

SEQUENCE: 101

acggcgecoeg ccgeocgeoe ggagecegeg

geggegeegg ctecectagee accgeggecd

getttegect cegectgtgg atgetgegec

cegecgeact catcgegggg teegtettet

atgagaagaa gaaggggccce aaagtcaceg

atgaagatgt aggccgggtg atctttggte

ataattttgt ggccttaget acaggagaga

atcgtgtaat caaggactte atgatccagg

gaggaaagag catctacggt gagcgcttcee

ggcctggety ggtgagcatyg gccaacgcag

tcacgacagt caagacagcce tggctagatg

agggcatgga ggtggtgcgg aaggtggaga

tgaaggatgt gatcatcgca gactgeggca

ccaaggagta gggcacaggg acatctttet

ccgecacagg getttgaget geactggece

tccectcaca ttecacagge ccatggacte

ccaataaaaa aaaatgtggg tttttttttt

<210>
<211>
<212>
<213>

<400>

SEQ ID NO 102

LENGTH: 1541

TYPE: DNA

ORGANISM: Homo sapiens

SEQUENCE: 102

cgcgcgagcyg gcgccagctc ggggcagcgg

cggegacgge gacgacgacg actcccgege

ccttttecte ccteecttac gteccegagt

ggcttectee agaccteteg gegegggtga

cctgtaacce aaaggaggaa acagetgget

gtcecttgaag cttcaggcaa gcaatgtaac

tcgagtctte attggaaacce tcaacacagce

cttetetaag tatggeegtg tggecggetg

gtactccaat gagcgccatg cccgggcage

cgggcagace ctggacatca acatggetgg

aaagagagca gcatctgeca tatacaggcet

atgattgagc
atgtaaataa
tattttccac

aatgacattt

agcaacccca

caccctette

tctecgaacy

tcctgetget

tcaaggtgta

tctteggaaa

aaggatttgg

geggagactt

ccgatgagaa

gcaaagacac

gcaagcatgt

gcaccaagac

agatcgaggt

ttgagtgacc

cggtgctggc

acttttgtaa

tttttaataa

aacccagaga

gtgtgcccag

geggcagtac

gecctattee

aagctcatca

caacaagaat

tctggtgaag

ttctgtgeac

tgtgctggga

agagcctaag

cttegactac

cacaagccac acggaaggcc

agacgccagt tggtggtett

agcaaaatta ctctactgtt

tacagtaaaa aaaaaa

gtcecececa ccegegegtyg

cggectcage tgtcceggget

caacatgaag gtgctccttyg

geegggaccet tcetgeggeceg

ttttgaccta cgaattggag

gactgttcca aaaacagtgg

ctacaaaaac agcaaattcc

caccagggga gatggcacag

cttcaaactyg aagcactacg

caacggctece cagttcttca

ggtgtttgge aaagttctag

agacagccgg gataaaccce

ggagaagcce tttgccateg

gtctgtgeag gecectgtagt

atctggtgga gcggacccac

caaactccta ccaaccctga

aaaaaaaaaa aaaaaaaaa

agctgagggg gcggtagegg
cctetteceyg cegecagecge
cgectectte ccagecgege
cagaggcagg tggtgctgac
ttgttactgg tgggcaccat
gaccccaagt ccatcaacte
aaatcagatg tggagaccat
aagggctatg cctttgttca
gagaatgggc gggtgctgge
cctgacagac ccaaggggcet

cggggecgte tgtegecegt

1800

1860

1920

1976

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1019

60

120

180

240

300

360

420

480

540

600

660
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gccagtgeccee agggeggtce ctgtgaageg accccgggtce acagtccctt tggtceggeg 720
tgtcaaaact aacgtacctg tcaagctctt tgcccgetece acagctgtca ccaccagcetce 780
agccaagatc aagttaaaga gcagtgagct gcaggccatc aagacggagce tgacacagat 840
caagtccaat atcgatgccc tgctgagceg cttggagcag atcgctgcegg agcaaaaggc 900

caatccagat ggcaagaaga agggtgatgg aggtggcgece ggceggceggeyg geggtggtgg 960
tggcagceggt ggcggtggca gtggtggtgg cggtggeggt ggcagcagece ggccaccage 1020
cceccaagag aacacaactt ctgaggcagg cctgccccag ggggaagcac ggacccgaga 1080
cgacggcgat gaggaagggc tcctgacaca cagcgaggaa gagctggaac acagccagga 1140
cacagacgceg gatgatgggg ccttgcagta agcagcctga caggagcaat ggccaccage 1200
aggtgaaggg catcgctgcce ccaggectca agecgggcac ccaaccctgyg atgccaccce 1260
ccagegggta ccagaggaaa gctggcagca ggegectect cccccaacge atcccagceca 1320
gtgccatgte ctectgcaggt ggagttactg gecctactcecet tcecccatgag ccectecetgt 1380
ctgcactgcce caggccagag ggtagagcac aggggtttcce ccatactacce tecccectecece 1440
aggacactcc caggcttggg ttttttectat aggtttggeg gggggccaca gggaggggac 1500
cctgacaata aagagattgg atcccaaaaa aaaaaaaaaa a 1541
<210> SEQ ID NO 103

<211> LENGTH: 2834

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 103

geecacteee accgecaget ggaaccctgg ggactacgac gtccctcaaa ccttgettet 60
aggagataaa aagaacatcc agtcatggat aaaaatgagce tggttcagaa ggccaaactg 120
geecgagcagyg ctgagcgata tgatgacatg gcagectgca tgaagtctgt aactgagcaa 180
ggagctgaat tatccaatga ggagaggaat cttctctcag ttgcttataa aaatgttgta 240
ggagccegta ggtcatcttyg gagggtegte tcaagtattg aacaaaagac ggaaggtget 300
gagaaaaaac agcagatggc tcgagaatac agagagaaaa ttgagacgga gctaagagat 360
atctgcaatg atgtactgtc tcttttggaa aagttcttga tcecccaatge ttcacaagca 420
gagagcaaag tcttctattt gaaaatgaaa ggagattact accgttactt ggetgaggtt 480
geegetggty atgacaagaa agggattgtc gatcagtcac aacaagcata ccaagaaget 540
tttgaaatca gcaaaaagga aatgcaacca acacatccta tcagactggyg tctggecctt 600
aacttctetg tgttctatta tgagattctg aactccccag agaaagcctyg ctctettgea 660
aagacagctt ttgatgaagc cattgctgaa cttgatacat taagtgaaga gtcatacaaa 720
gacagcacygce taataatgca attactgaga gacaacttga cattgtggac atcggatacc 780
caaggagacg aagctgaagc aggagaagga ggggaaaatt aaccggcctt ccaacttttg 840
tctgectcat tctaaaattt acacagtaga ccatttgtca tccatgetgt cccacaaata 900
gttttttgtt tacgatttat gacaggttta tgttacttct atttgaattt ctatatttcce 960

catgtggttt ttatgtttaa tattagggga gtagagccag ttaacattta gggagttatc 1020
tgttttcatc ttgaggtggc caatatgggg atgtggaatt tttatacaag ttataagtgt 1080
ttggcatagt acttttggta cattgtggct tcaaaagggc cagtgtaaaa ctgcttccat 1140

gtctaagcaa agaaaactgc ctacatactg gtttgtcctg gecggggaata aaagggatca 1200
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ttggttccag tcacaggtgt agtaattgtg ggtactttaa ggtttggagce acttacaagg 1260
ctgtggtaga atcatacccc atggatacca catattaaac catgtatatc tgtggaatac 1320
tcaatgtgta cacctttgac tacagctgca gaagtgttcc tttagacaaa gttgtgaccce 1380
attttactct ggataagggc agaaacggtt cacattccat tatttgtaaa gttacctget 1440
gttagcttte attatttttg ctacactcat tttatttgta tttaaatgtt ttaggcaacc 1500
taagaacaaa tgtaaaagta aagatgcagg aaaaatgaat tgcttggtat tcattacttc 1560
atgtatatca agcacagcag taaaacaaaa acccatgtat ttaacttttt tttaggattt 1620
ttgcttttgt gatttttttt tttttttttt gatacttgcc taacatgcat gtgctgtaaa 1680
aatagttaac agggaaataa cttgagatga tggctagctt tgtttaatgt cttatgaaat 1740
tttcatgaac aatccaagca taattgttaa gaacacgtgt attaaattca tgtaagtgga 1800
ataaaagttt tatgaatgga cttttcaact actttctcta cagcttttca tgtaaattag 1860
tcttggttcet gaaacttctce taaaggaaat tgtacatttt ttgaaattta ttceccttattce 1920
cctecttggca gectaatggge tettaccaag tttaaacaca aaatttatca taacaaaaat 1980
actactaata taactactgt ttccatgtcce catgatccce tetcettecte ceccaccctga 2040
aaaaaatgag ttcctatttt ttctgggaga gggggggatt gattagaaaa aaatgtagtg 2100
tgttccattt aaaattttgg catatggcat tttctaactt aggaagccac aatgttcttg 2160
gcccatcatg acattgggta gcattaactg taagttttgt gcecttccaaat cactttttgg 2220
tttttaagaa tttcttgata ctcttatage ctgccttcaa ttttgatcct ttattcecttte 2280
tatttgtcag gtgcacaaga ttaccttcct gttttagect tectgtcecttgt caccaaccat 2340
tcttacttgg tggccatgta cttggaaaaa ggccgcatga tcectttectgge tecactcagt 2400
gtctaaggca ccctgcttcee tttgcttgca tcccacagac tatttcececctce atcctattta 2460
ctgcagcaaa tctctcctta gttgatgaga ctgtgtttat ctccctttaa aaccctacct 2520
atcctgaatg gtctgtcatt gtcectgecttt aaaatcctte ctcetttcectte ctectcectatt 2580
ctctaaataa tgatggggct aagttatacc caaagctcac tttacaaaat atttcctcag 2640
tactttgcag aaaacaccaa acaaaaatgc cattttaaaa aaggtgtatt ttttctttta 2700
gaatgtaagc tcctcaagag cagggacaat gttttcectgta tgttctattg tgcctagtac 2760
actgtaaatg ctcaataaat attgatgatg ggaggcagtg agtcttgatg ataagggtga 2820
gaaactgaaa tccc 2834
<210> SEQ ID NO 104

<211> LENGTH: 1637

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 104

ggcaagacgce ctcttcagtt gtctgetact cagaggaagg ggcggttggt geggectceca 60
ttgttegtgt tttaaggege catgaggggt gacagaggec gtggtegtgg tgggegettt 120
ggttccagag gaggcccagg aggagggtte aggccctttg taccacatat cccatttgac 180
ttctatttgt gtgaaatgge ctttecccegg gtcaagecag cacctgatga aacttectte 240
agtgaggcct tgctgaagag gaatcaggac ctggetccca attetgetga acaggcatct 300
atcctttete tggtgacaaa aataaacaat gtgattgata atctgattgt ggctccaggg 360
acatttgaag tgcaaattga agaagttcga caggtgggat cctataaaaa ggggacaatg 420

actacaggac acaatgtgge tgacctggtg gtgatactca agattctgece aacgttggaa 480
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gctgttgetyg ccctggggaa caaagtcgtg gaaagcctaa gagcacagga tccttcetgaa 540
gttttaacca tgctgaccaa cgaaactggc tttgaaatca gttcttctga tgctacagtg 600
aagattctca ttacaacagt gccacccaat cttcgaaaac tggatccaga actccatttg 660
gatatcaaag tattgcagag tgccttagca gccatccgac atgcccgetg gttcgaggaa 720
aatgcttctc agtccacagt taaagttctc atcagactac tgaaggactt gaggattcgt 780
tttcectgget ttgagecccct cacaccctgg atccttgacce tactaggcca ttatgetgtg 840
atgaacaacc ccaccagaca gcctttggec ctaaacgttg catacaggceg ctgcttgcag 900
attctggetg caggactgtt cctgccaggt tcagtgggta tcactgaccce ctgtgagagt 960

ggcaacttta gagtacacac agtcatgacc ctagaacagc aggacatggt ctgctataca 1020
gctcagacte tcecgtceccgaat cctectcacat ggtggcttta ggaagatcct tggccaggag 1080
ggtgatgcca gctatcttge ttctgaaata tctacctggg atggagtgat agtaacacct 1140
tcagaaaagg cttatgagaa gccaccagag aagaaggaag gagaggaaga agaggagaat 1200
acagaagaac cacctcaagg agaggaagaa gaaagcatgg aaactcagga gtgacattce 1260
cttcactecct tttectacce aagggggaag actggagect aagctgcectg ctactgggcet 1320
ttacatggtg acagacattt ccgtgggata gggaagatag caggaagaaa agtaaactcc 1380
atagaagtgt cattccactg ggttttgata ttggcttagc tgccagtctce ccatttgtga 1440
cctatgcecat ccatctataa tggaggatac caacatttct tcctaatatt ctataatctce 1500
caactcctga aaacccctet ctcaactaat actttgetgt tgaaatgttg tgaaatgtta 1560
agtgtctgga aatttttttt tctaagaaaa actattaaag tacttcctag taaaaaaaaa 1620
aaaaaaaaaa aaaaaaa 1637
<210> SEQ ID NO 105

<211> LENGTH: 1591

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 105

tagaatcggg ggtttcaget cactgctect tttetttttt ttetttetet cccecgecca 60
ccececcaaa aataattgat ttgctttaca atcatccaca ctgtgttttg tggatcttta 120
attatatata acaatagtag tcattttaaa tatatattct gaaatctttg caaattttaa 180
cagaagagtc gaagctctgce gagacccaat atttgccaat aagaatggtt atgataatta 240
gcaccatgga gcctcaggtyg tcaaatggtc cgacatccaa tacaagcaat ggaccctceca 300
gcaacaacag aaactgtcct tcteccatge aaacaggggce aaccacagat gacagcaaaa 360
ccaacctcat cgtcaactat ttaccccaga atatgaccca agaagaattc aggagtctcet 420
tcgggagcat tggtgaaata gaatcctgca aacttgtgag agacaaaatt acaggacaga 480
gtttagggta tggatttgtt aactatattg atccaaagga tgcagagaaa gccatcaaca 540
ctttaaatgg actcagactc cagaccaaaa ccataaaggt ctcatatgec cgtccgaget 600
ctgcctcaat cagggatgct aacctctatg ttageggect tceccaaaacc atgacccaga 660
aggaactgga gcaacttttc tcgcaatacg gecgtatcat cacctcacga atcctggttg 720
atcaagtcac aggagtgtcc agaggggtgg gattcatceg ctttgataag aggattgagg 780
cagaagaagc catcaaaggg ctgaatggcec agaagcccag cggtgctacyg gaaccgatta 840

ctgtgaagtt tgccaacaac cccagccaga agtccageca ggcectgete tcccagetcet 900
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accagtccce taaccggege
tggacaattt gcttaatatg
cttetgettyg tteccccagyg
gaatgaacat ccctggtcac
ccgattcecega tgagagtgte
taaaggtgat tcgtgacttce
ccaactatga tgaggcggec
gagtgttgca agtttccettt
acttactaaa atatatatag
tacacgaaag agagagaaac
ccagtgttge ctaagtatta
ataatgctta gaaaaaaaaa
<210> SEQ ID NO 106

<211> LENGTH: 1923
<212> TYPE: DNA

tacccaggte

gectatggeyg

ttctccececcaa

acaggaactg

ctctggeage

aacaccaaca

atggccatceg

aaaaccaaca

aaatatatac

aaacttttca

aaacattgga

aaaaaaaaaa

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 106

gactgtctac attagtaatt

tagctaaccyg cttccatgtg

aaggacccca ggggaaccgg

gCCgngtgg gaagaagaag

ttcecegtggy geggatgetyg

tgggggeace cgtgtacatg

tggctggcaa tgcagcgaga

tggctgtgge caatgatgaa

ggggtgtgtt acccaacatc

agttggaagc catcatcaca

agcctgtate taaaaaagca

aagtcagtaa ggcagccage

cagtcctete caccaagage

tcagtaattt agccggettt

accttaaaga tgacctagga

ctgtecctgga actccggaaa

caggccatgyg cctgectgec

acaagtgtga agaacttctg

agaagctgaa atccattgca

agacagcagce tcagctgatt

cttccatcaa aacggtgtac

aggaaatggce caagctggac

taccccacct tcagtttaaa

ccectttecat tttcagtttt

cccaacttygg

caaggcaggt

tgtgctcact

tccaccaaga

cggtacatca

geegeegtee

gacaacaaga

gagctgaatce

cacccegagt

ccacccecag

ggaggcaaga

gccgacagca

ctettectty

gaggtggagg

aacacgctygg

aagaacgggc

aagtttgtga

gaaaagacag

tttccatcca

ctgaaggcca

ttegtgettt

gccaactagg

agaaaaaaaa

gctcatctag

cacttcacca

taaagagact

ttaccattga

ggtggtgcat

tectttggece

agtgcaaggg

ccagectcaa

aagcccacaa

gaacaaaaca

aggcttatat

ttatcctgag

a

gtcegaaagt

tccagactte

gatccgecte

cgteccaggte

agaaaggcca

tggaatacct

agggacgggt

agctgctaaa

tgctagcgaa

ccaaaaaggc

aaggggcccyg

caaccgaggyg

gccagaagcet

ccataatcaa

agaagaaagg

ccttggaagt

tccactgtaa

tgaaaaactg

tcggcagcgg

tctecagtta

ttgacagcga

ctgagcaatg

aatcccectte

ggaaaataag

ccaggctcag aggttcagge

gatgtetgga ccagtccccce

tggaatgaca agccttgtgg

ctttgtctac aacctgtcce

ctttggagca gtgaacaacyg

attcggettt gtcaccatga

cgggtaccege ctgggagaca

gtcetgaatt tcccattett

cacgcgcgca cacacacaca

tcaaccatgg actttataag

gtgtaccagg aaaggatttt

gaacttttge tgaagcgaag

ggggtgagga ggattaactg

cagggccace gccatgtega

tgccaaagca ggagtcatct

ccccaagtac aggattggag

gacageggag attctggage

cacacccegg cacatcctge

aggagtcacc atagccagtyg

gaagcgggga tccaaaggaa

caagtctceca tcccagaaga

gaaatccaag aagcagggtg

cacacctgee gacggcettca

gaaccttatt cacagtgaaa

tcctaccaat gctgacattg

tggcaaggag tttgtggaag

agctggaget gcetgtcageg

tagtccagtt tggggtgcag

cttggecctyg getgatgata

caggaacggt tttccaaage

cttegtgtet acaatgtect

gagtataggce atctatgtge

acagaaccag ctgcaccatg

actcctactg ggaggtggga

getttggttt ccagtttaat

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1591

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440
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tgtttttgac cttctaaaat gtttttatgt tagcactgat agttggcatt actgttgtta 1500
agcactgtgt tccagaccgt gtctgactta gtgtaaccta ggagatttta tagttttatt 1560
ttaatgaaac cctgattgac gcacagcagt ggggagaaca gcgtctttta cctgtcaccg 1620
aagccaggaa gcccegtttg taagegtgtg ttgtggtget ttattgtaca tectccagtg 1680
gcgttetttt tactctaatg ttettttggt ttccccccte agaagaatca tgaatttgca 1740
acagacctaa tttttggtta ctttttgtct tattgatgga tttgaaaatg aaagatttaa 1800
taaggcaaag cagaatctgt tgtccttaat tatatttgca atttggaatt tgtgtgagtt 1860
gatttagtaa aatgttaaac cgttaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1920
aaa 1923
<210> SEQ ID NO 107

<211> LENGTH: 799

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 107

cactcccaaa gaactgggta ctcaacactg agcagatctyg ttctttgage taaaaaccat 60
gtgctgtace aagagtttge tcctggetge tttgatgtca gtgctgetac tecacctetg 120
cggcgaatca gaagcagcaa gcaactttga ctgetgtett ggatacacag accgtattcet 180
tcatcctaaa tttattgtgg gettcacacg gecagetggece aatgaaggcet gtgacatcaa 240
tgctatcatce tttcacacaa agaaaaagtt gtctgtgtge gcaaatccaa aacagacttg 300
ggtgaaatat attgtgcgtc tcctcagtaa aaaagtcaag aacatgtaaa aactgtgget 360
tttctggaat ggaattggac atagcccaag aacagaaaga accttgcetgg ggttggaggt 420
ttcacttgca catcatggag ggtttagtgc ttatctaatt tgtgcctcac tggacttgtce 480
caattaatga agttgattca tattgcatca tagtttgctt tgtttaagca tcacattaaa 540
gttaaactgt attttatgtt atttatagct gtaggttttc tgtgtttagc tatttaatac 600
taattttcca taagctattt tggtttagtg caaagtataa aattatattt gggggggaat 660
aagattatat ggactttctt gcaagcaaca agctattttt taaaaaaact atttaacatt 720
cttttgttta tattgttttg tctcctaaat tgttgtaatt gcattataaa ataagaaaaa 780
cattaataag acaaatatt 799

<210> SEQ ID NO 108

<211> LENGTH: 1023

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 108

gttggetgee ggtgagttgg gtgecggtgyg agtegtgttg gtectcagaa tcecegegta 60
gecgetgect cctectacce tegecatgtt tcettaccegg tetgagtacyg acaggggegt 120
gaatactttt tctcccgaag gaagattatt tcaagtggaa tatgccattg aggctatcaa 180
gettggttet acagecattg ggatccagac atcagagggt gtgtgectag ctgtggagaa 240
gagaattact tccccactga tggagcccag cagcattgag aaaattgtag agattgatge 300
tcacataggt tgtgccatga gtgggctaat tgetgatget aagactttaa ttgataaage 360
cagagtggag acacagaacc actggttcac ctacaatgag acaatgacag tggagagtgt 420

gacccaagct gtgtccaatce tggetttgeca gtttggagaa gaagatgcag atccaggtge 480
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catgtctegt ccctttggag tagcattatt atttggagga gttgatgaga aaggacccca 540
getgttteat atggacccat ctgggacctt tgtacagtgt gatgctcgag caattggetce 600
tgcttcagag ggtgcccaga getcecttgea agaagtttac cacaagtcta tgactttgaa 660
agaagccatce aagtcttcac tcatcatcct caaacaagta atggaggaga agctgaatge 720
aacaaacatt gagctagcca cagtgcagec tggccagaat ttccacatgt tcacaaagga 780
agaacttgaa gaggttatca aggacattta aggaatcctg atcctcagaa cttctcectggg 840
acaatttcag ttctaataat gtccttaaat tttatttcca gectcectgtte cttggaaaat 900
ctccattgta tgtgcatttt ttaaatgatg tctgtacata aaggcagttc tgaaataaag 960

aaaattttaa aataaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1020
aaa 1023
<210> SEQ ID NO 109

<211> LENGTH: 2533

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 109

ccaageccat gagggecgeg cgcccggecg ceggtgcetga cgagacggag ctectggece 60
ccgaggagga gcagaggatc aatgcggttce aagaatcgat tccagceggtt catgaaccat 120
cgagctccag ccaatggecg ctacaageca acttgctatg aacatgcetge taactgttac 180
acacacgcat tcctcattgt tccggecatce gtgggcagtyg cectecteca tceggetgtet 240
gatgactgct gggaaaagat aacagcatgg atttatggaa tgggactctg tgccctcette 300
atcgettcta cagtatttca cattgtatca tggaaaaaga gccacttaag gacagcggag 360
cattgttttc acatgtgtga tagaatggtt atctatttct tcattgctge ttettatget 420
ccatggttaa atcttecgtga acttggacce ctggcatcte atatgegttyg gtttatctgg 480
ctcatggcag ctggaggaac catttatgta tttctctacce atgaaaaata taaggtggtt 540
gaactctttt tctatctcac aatgggattc tctccagect tggtggtgac atcaatgaac 600
aacaccgatg gacttcagga acttgcctgt gggggcttaa tttattgett gggagttgtg 660
ttcttcaaga gtgatggcat cattccattt geccacgeca tcetggcacct gtttgtggee 720
acggcagcetg cagtgcatta ctacgccatt tggaaatacce tttaccgaag tcctacggac 780
tttatgcgge atttatgacc aatctgtact aattctccaa accagtatta tttcaattat 840
ggcacttggyg agtggggtga gagctaaaca ttgcacaggg caaagaaaaa aaataactgce 900
actgacttta tatcttttga atataattac tgtgaaagta taaaggctgt gttctggaat 960

tttctgecte acagcaaata aataaggtag tgaattaatt attcattcca ttccactatce 1020
atgaaggact ctgaatagac ttggccaact gatgtttaca aaccagactt ttatatttta 1080
attttacaga ttttactaca tgatttttct aaattactat gtcaggttgt aaaagtcagt 1140
gcaataacaa accttccttt ttaagaagaa aattgtttcet attactttcce cattcactag 1200
gtaaagaatc atggacagaa cttacactac tttttaccat gtttcatctt ggcataacat 1260
ggttcttttt taaatagaaa ctttagtttt ttgtaaattt ttaaaaaaat atttcattga 1320
tatgcatctc tgcaggtcct cattcatgtt gtaaattttt ggagcaagca gtcaacattc 1380
cacaaacgaa caaacattat acctcttctg atagttttat taagcatgga gaaattgcca 1440
atttttaaaa actgcagttt tccaaacttt tctgccaacc tcttactctg aattcagtgce 1500

tgctttggga catatacttg acctagecttg gtttaccagt gatggaaaag tattttgata 1560
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tcattaactt tttcaaaaga tccaactttt tctcectatgecce tttgccacat tetcttcagg 1620
gtctectttee acagcggata aatgtttttt ctgtattatg acagtattgt tgtgatggece 1680
atctgctgga aactcctgaa gagcattatg tattacagtg agcagttgta ttgcctgttt 1740
ggtgcccaat ggttaagtca ttgtcactta gectttatatt gtcagtttga tatttatttt 1800
aaattgtgga actagatgca taaattcaca tttctgcctt tecctttgcat cttctcatat 1860
attgtgtttt tttttttttt cctagaaaaa atatttaaag cattgtttga caggtagaaa 1920
ctcatgtatc tgtagtccat gagttatatc ctggctcagt ggagtgatat ttatgtatta 1980
tttttacttt tctctcagtyg tcecttatatta agattaacat gttgttaata gttgetttgt 2040
tgattaatct ctcttgttgg tgttttaata aatgaaatag gecttgecttt agatcgggtg 2100
ctgatattgc ctgtttccta gtaatgggct gatcaaatga tcagtggaat tettggtttg 2160
atgataacct tattaattga aattttttac tgatgtggct ttaaaagagg tttattttgt 2220
atatgtttag aactctctga ttttgatgaa ttatatggga gtgagaaaca gaagaagtgg 2280
tatttgctgg cgagttaaat aggcaaggta cccagtgata acaccaacca aaccactcct 2340
atctgcatga ttctgaacat ctggatgcct gttgttttac tgtgtatatt ttatttttaa 2400
tatattaact ttgtggattc atttaaggtc tactcaaaag taacactgtc caaaccacta 2460
atatgtatgt aaaaattgtg ctgtatacta caataaagtt gttacttgga tttgttccaa 2520
aaaaaaaaaa aaa 2533
<210> SEQ ID NO 110

<211> LENGTH: 2899

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 110

cagacggege tgagegegge ggcggoeggga geggegtega gtgtcteegt gegecegtet 60
gtggccaage agccagcage ctagcagcca gtcagettge cgecggegge caageageca 120
accatgctca actteggtge ctetetecag cagactgegg aggaaagaat ggaaatgatt 180
tctgaaagge caaaagagag tatgtattce tggaacaaaa ctgcagagaa aagtgatttt 240
gaagctgtag aagcacttat gtcaatgage tgcagttgga agtctgattt taagaaatac 300
gttgaaaaca gacctgttac accagtatct gatttgtcag aggaagagaa tctgetteeg 360
ggaacacctg attttcatac aatcccagca ttttgtttga ctccacctta cagtecttet 420
gactttgaac cctctcaagt gtcaaatctyg atggcaccag cgccatctac tgtacacttce 480
aagtcactct cagatactge caaacctcac attgecgcac ctttcaaaga ggaagaaaag 540
agcccagtat ctgcccccaa actccccaaa gectcaggcaa caagtgtgat tcegtcataca 600
getgatgece agctatgtaa ccaccagacce tgcccaatga aagcagccag catcctcaac 660
tatcagaaca attcttttag aagaagaacc cacctaaatg ttgaggctgce aagaaagaac 720
ataccatgtyg ccgctgtgte accaaacaga tccaaatgtg agagaaacac agtggcagat 780
gttgatgaga aagcaagtgc tgcactttat gacttttctg tgecttecte agagacggte 840
atctgcaggt ctcagecage cectgtgtee ccacaacaga agtcagtgtt ggtctctceca 900
cctgcagtat ctgcaggggg agtgccacct atgecggtea tetgecagat ggtteccctt 960

cctgccaaca accctgttgt gacaacagtc gttcecccagca ctcectecccag ccagccacca 1020

gcegtttgee ccectgttgt gttcatggge acacaagtcec ccaaaggcgce tgtcatgttt 1080
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gtggtaccece agcccegttgt gcagagttca aagcctceccgg tggtgagecce gaatggcacce 1140
agactctctce ccattgccece tgctectggg tttteccectt cagcagcaaa agtcactcect 1200
cagattgatt catcaaggat aaggagtcac atctgtagcc acccaggatg tggcaagaca 1260
tactttaaaa gttcccatct gaaggcccac acgaggacgc acacaggaga aaagcctttce 1320
agctgtagcet ggaaaggttg tgaaaggagg tttgccegtt ctgatgaact gtccagacac 1380
aggcgaaccce acacgggtga gaagaaattt gcgtgcccca tgtgtgaccg geggttcatg 1440
aggagtgacc atttgaccaa gcatgccecgg cgecatctat cagccaagaa gctaccaaac 1500
tggcagatgg aagtgagcaa gctaaatgac attgctctac ctccaaccce tgctcccaca 1560
cagtgacaga ccggaaagtg aagagtcaga actaactttg gtctcagcgg gagccagtgg 1620
tgatgtaaaa atgcttccac tgcaagtctg tggccccaca acgtgggctt aaagcagaag 1680
cceccacagee tggcacgaag gecccgectg ggttaggtga ctaaaaggge ttceggecaca 1740
ggcaggtcac agaaaggcag gtttcatttc ttatcacata agagagatga gaaagctttt 1800
attcctttga atattttttyg aaggtttcag atgaggtcaa cacaggtagc acagattttg 1860
aatctgtgtg catatttgtt actttacttt tgctgtttat acttgagacc aacttttcaa 1920
tgtgattctt ctaaagcact ggtttcaaga atatggaggc tggaaggaaa taaacattac 1980
ggtacagaca tggagatgta aaatgagttt gtattattac aaatattgtc atctttttcect 2040
agagttatct tctttattat tecctagtctt tccagtcaac atcgtggatg tagtgattaa 2100
atatatctag aactatcatt tttacactat tgtgaatatt tggaattgaa cgactgtata 2160
ttgctaagag ggcccaaaga attggaatcce tccttaattt aattgcectttg aagcataget 2220
acaatttgtt tttgcatttt tgttttgaaa gtttaacaaa tgactgtatc taggcatttc 2280
attatgcttt gaactttagt ttgcctgcag tttettgtgt agatttgaaa attgtatacc 2340
aatgtgtttt ctgtagactc taagatacac tgcactttgt ttagaaaaaa aactgaagat 2400
gaaatatata ttgtaaagaa gggatattaa gaatcttaga taacttcttg aaaaagatgg 2460
cttatgtcat cagtaaagta cctttatgtt atgaggatat aatgtgtgct ttattgaatt 2520
agaaaattag tgaccattat tcacaggtgg acaaatgttg tcctgttaat ttataggagt 2580
tttttgggga tgtggaggta gttgggtaga aaaattatta gaacattcac ttttgttaac 2640
agtatttctc ttttattctg ttatatagtg gatgatatac acagtggcaa aacaaaagta 2700
cattgcttaa aatatatagt gaaaaatgtc actatatctt cccatttaac attgtttttg 2760
tatattgggt gtagatttct gacatcaaaa cttggaccct tggaaaacaa aagttttaat 2820
taaaaaaaat ccttgtgact tacaatttgc acaatatttc ttttgttgta ctttatatct 2880
tgtttacaat aaagaattc 2899
<210> SEQ ID NO 111

<211> LENGTH: 1159

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 111

agtgccccag gagctatgac aagcaaagga acatacttge ctggagatag cctttgcgat 60
atttaaatgt ccgtggatac agaaatctct gcaggcaagt tgctccagag catattgcag 120
gacaagcctyg taacgaatag ttaaattcac ggcatctgga ttectaatcc ttttccgaaa 180
tggcaggtgt gagtgcctgt ataaaatatt ctatgtttac cttcaacttc ttgttctggce 240

tatgtggtat cttgatccta gcattagcaa tatgggtacg agtaagcaat gactctcaag 300
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caatttttgg ttctgaagat gtaggctcta gctecctacgt tgctgtggac atattgattg 360
ctgtaggtge catcatcatg attctggget tectgggatg ctgeggtget ataaaagaaa 420
gtcgectgecat gettetgttg tttttcatag gettgettet gatcecctgetce ctgcaggtgg 480
cgacaggtat cctaggagct gttttcaaat ctaagtctga tcegcattgtyg aatgaaacte 540
tctatgaaaa cacaaagctt ttgagcgeca caggggaaag tgaaaaacaa ttccaggaag 600
ccataattgt gtttcaagaa gagtttaaat gectgceggttt ggtcaatgga gctgetgatt 660
ggggaaataa ttttcaacac tatcctgaat tatgtgectg tctagataag cagagaccat 720
gccaaagcta taatggaaaa caagtttaca aagagacctg tatttctttc ataaaagact 780
tcttggcaaa aaatttgatt atagttattg gaatatcatt tggactggca gttattgaga 840
tactgggttt ggtgttttct atggtcctgt attgccagat cgggaacaaa tgaatctgtg 900
gatgcatcaa cctatcgtca gtcaaaccce tttaaaatgt tgctttgget ttgtaaattt 960

aaatatgtaa gtgctatata agtcaggagc agctgtcttt ttaaaatgtc tcggctaget 1020
agaccacaga tatcttctag acatattgaa cacatttaag atttgaggga tataagggaa 1080
aatgatatga atgtgtattt ttactcaaaa taaaagtaac tgtttacgtt aaaaaaaaaa 1140
aaaaaaaaaa aaaaaaaaa 1159
<210> SEQ ID NO 112

<211> LENGTH: 2500

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 112

gtgtcgetee agetcagage tcceggagcece geccggecag cgtceceggect cectgategt 60
ctetggecegg cgcectegee ctegeeegge gegcaccgag cagecgceggyg cgccgagcag 120
ccacegtece gaccaagege cggccctgece cgcagceggea ggatgaatga ttteggaate 180
aagaatatgg accaggtagc ccctgtgget aacagttaca gagggacact caagcgccag 240
ccagcctttg acacctttga tgggtcecctg tttgctgttt ttcecttctet aaatgaagag 300
caaacactgc aagaagtgcc aacaggcettg gattccattt ctcatgactce cgccaactgt 360
gaattgccett tgttaaccce gtgcagcaag getgtgatga gtcaagectt aaaagctacce 420
ttcagtggcet tcaaaaagga acagcggege ctgggcatte caaagaacce ctggetgtgg 480
agtgagcaac aggtatgcca gtggcttcete tgggccacca atgagttcag tctggtgaac 540
gtgaatctge agaggttcgg catgaatggce cagatgetgt gtaaccttgg caaggaacgce 600
tttectggage tggcacctga ctttgtgggt gacattctet gggaacatct ggagcaaatg 660
atcaaagaaa accaagaaaa gacagaagat caatatgaag aaaattcaca cctcacctce 720
gttectcatt ggattaacag caatacatta ggttttggca cagagcaggc gccctatgga 780
atgcagacac agaattaccc caaaggcggce ctectggaca gcatgtgtece ggectccaca 840
cccagegtac tcagetctga gcaggagttt cagatgttee ccaagtcteg gctcagetcee 900
gtcagcegteca cctactgcte tgtcagtcag gacttceccag gcagcaactt gaatttgete 960
accaacaatt ctgggacgcc caaagaccac gactcccctyg agaacggtge ggacagette 1020

gagagctcag actccctcect ccagtcecctgg aacagccagt cgtcecttget ggatgtgcaa 1080
cgggttectt ccttecgagag cttcgaagat gactgcagcece agtctctctg cctcaataag 1140

ccaaccatgt ctttcaagga ttacatccaa gagaggagtg acccggtgga gcaaggcaaa 1200
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ccagttatac ctgcagctgt gctggccgge ttcacaggaa gtggacctat tcagetgtgg 1260
cagtttctce tggagctgcect atcagacaaa tcctgccagt cattcatcag ctggactgga 1320
gacggatggyg agtttaagct cgccgacccece gatgaggtgg ceegceeggtyg gggaaagagyg 1380
aaaaataagc ccaagatgaa ctacgagaag ctgagccggg gcttacgcta ctattacgac 1440
aagaacatca tccacaagac gtcggggaag cgctacgtgt accgcttcecgt gtgcgacctce 1500
cagaacttgce tggggttcac gcccgaggaa ctgcacgceca tectgggegt ccageccgac 1560
acggaggact gaggtcgecg ggaccaccct gagecggece caggctcegtyg gactgagtgg 1620
gaagcccate ctgaccagcet gctccgagga cccaggaaag gcaggattga aaatgtccag 1680
gaaagtggcc aagaagcagt ggccttattg catcccaaac cacgcectcectt gaccaggcetg 1740
cctececttgt ggcagcaacyg gcacagctaa ttctactcac agtgctttta agtgaaaatg 1800
gtecgagaaag aggcaccagg aagccgtect ggegectgge agtceegtggg acgggatggt 1860
tctggetgtt tgagattctce aaaggagcga gcatgtcecgtg gacacacaca gactattttt 1920
agattttctt ttgccttttyg caaccaggaa cagcaaatgc aaaaactctt tgagagggta 1980
ggagggtggyg aaggaaacaa ccatgtcatt tcagaagtta gtttgtatat attattataa 2040
tcttataatt gttctcagaa tcccttaaca gttgtattta acagaaattg tatattgtaa 2100
tttaaaataa ttatataact gtatttgaaa taagaattca gacatctgag gttttatttc 2160
atttttcaat agcacatatg gaattttgca aagatttaat ctgccaaggg ccgactaaga 2220
gaagttgtaa agtatgtatt atttacattt aatagactta cagggataag gcctgtgggg 2280
ggtaatceccect getttttgtg tttttttgtt tgtttgtttg tttgtttttg gggggtttte 2340
ttgcecttggt tgtctggcaa ggactttgta catttgggag tttttatgag aaacttaaat 2400
gttattatct gggcttatat ctggcctectg ctttcectcectt taattgtaaa gtaaaagcta 2460
taaagcagta tttttcttga caaaaaaaaa aaaaaaaaaa 2500
<210> SEQ ID NO 113

<211> LENGTH: 2391

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 113

atgctgegag gcggacggeg cgggcagett ggetggeaca getgggetge ggggecggge 60
agcctgetgyg cttggetgat actggeatct gegggegeeg cacectgece cgatgectge 120
tgcccccacyg getecteggg actgegatge acccgggatg gggecctgga tagectccac 180
cacctgeceg gcogcagagaa cctgactgag ctetacateg agaaccagca gcatctgcag 240
catctggage tcegtgatcet gaggggectyg ggggagetga gaaacctcac catcgtgaag 300
agtggtctee gtttegtgge gecagatgee ttecatttea ctectegget cagtegectg 360
aatctetect tcaacgetet ggagtcetete tectggaaaa ctgtgecaggg cctctectta 420
caggaactgg tcctgteggg gaaccctetg cactgttett gtgecetgeg ctggetacag 480

cgctgggagy aggagggact gggeggagtyg cctgaacaga agetgcagtyg tcatgggcaa 540
gggccectgg cccacatgee caatgecage tgtggtgtge ccacgctgaa ggtccaggtg 600
cccaatgect cggtggatgt gggggacgac gtgctgetge ggtgccaggt ggaggggegg 660
ggcctggage aggcceggcetg gatcctcaca gagctggage agtcagecac ggtgatgaaa 720
tctgggggte tgccatcect ggggetgace ctggecaatg tcaccagtga cctcaacagg 780

aagaacgtga cgtgctggge agagaacgat gtgggeeggg cagaggtcete tgttcaggte 840
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aacgtctcect tecccggccag tgtgcagetg cacacggegg tggagatgca ccactggtge 900
atccecttet ctgtggatgg gcagccggca ccgtctetge getggetcett caatggetcce 960

gtgctcaatg agaccagctt catcttcact gagttcctgg agccggcagce caatgagacce 1020
gtgcggcacyg ggtgtectgeg cctcaaccag cccacccacg tcaacaacgg caactacacyg 1080
ctgctggetg ccaaccceett cggccaggcece tcegecteca tcatggctge cttcatggac 1140
aacccttteg agttcaacce cgaggacccce atcecctgtet cecttetegee ggtggacact 1200
aacagcacat ctggagaccc ggtggagaag aaggacgaaa caccttttgg ggtctceggtg 1260
gctgtgggece tggecgtcett tgectgecte ttectttcecta cgetgctect tgtgctcaac 1320
aaatgtggac ggagaaacaa gtttgggatc aaccgcccegg ctgtgctgge tcecagaggat 1380
gggctggceca tgtccctgca tttcatgaca ttgggtggca gcectccectgtce ccccaccgag 1440
ggcaaaggct ctgggctcca aggccacatc atcgagaacc cacaatactt cagtgatgcece 1500
tgtgttcacc acatcaagcg ccgggacatc gtgctcaagt gggagctggg ggagggcgcece 1560
tttgggaagg tcttecttge tgagtgccac aacctcectge ctgagcagga caagatgcetg 1620
gtggctgtca aggcactgaa ggaggcgtcc gagagtgctce ggcaggactt ccaacgtgag 1680
gctgagctge tcaccatgct gcagcaccag cacatcgtge gettettegg cgtetgcacce 1740
gagggccgece ccctgctcat ggtettegag tatatgcgge acggggacct caaccgcette 1800
ctccgatecce atggacccga tgccaagctg ctggctggtg gggaggatgt ggctccaggce 1860
ccectgggte tggggcaget getggcecegtg gctagccagg tegcectgeggg gatggtgtac 1920
ctggcgggtce tgcattttgt gcaccgggac ctggccacac gcaactgtcet agtgggccag 1980
ggactggtgg tcaagattgg tgattttggc atgagcaggg atatctacag caccgactat 2040
taccgtgtgg gaggccgcac catgctgcce attecgctgga tgccgecccga gagcatcectg 2100
taccgtaagt tcaccaccga gagcgacgtg tggagctteg gegtggtget ctgggagatce 2160
ttcacctacg gcaagcagcec ctggtaccag ctctccaaca cggaggcaat cgactgcatce 2220
acgcagggac gtgagttgga gcggccacgt gectgcccac cagaggtcta cgccatcatg 2280
cggggetget ggcageggga gecccagcaa cgccacagea tcaaggatgt gcacgeccgg 2340
ctgcaagccce tggcccaggce acctectgte tacctggatg tectgggcta g 2391
<210> SEQ ID NO 114

<211> LENGTH: 3609

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 114

cagccegteg tggatgacta gagccaacca cctgecttece gtettecagg cagaaccaca 60
gagaggctac agccgtectg gectcectee ggecctgaga gectectetgyg cctgtetcaa 120
gtcttaacgt ctcaagcgca gactgecgge tccgaacggg gagaccagge ttetgeaceg 180
gaaacaaggc accggttgtg acgtcacage cgcagagege ccgacttcecce agaaggcacc 240
gagtccctge cgttetecte aactggegge ggcgcegaacg aatagtegec ggegacctgt 300
gagggcactce ggaagggcga ggggagggct cgaccgeteg cgectagttt ttetatetet 360
cceggagect gagtetetga gecgtoccca gcaaacgcete aggggetgea gaggecccega 420

gaggtgaggg gctcegtgag ggcgggaace aggctgagge cgectetggyg gageggageg 480

tgtcegttge tgagggagca aggccgggta gggagectgg tgagegecte aggcagggge 540
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gcacgctgag
ctggeeegge
agaggagtcg
gtcaccaacc
tctetggeag
gtgtggttge
tcectttatac
actaacggge
aagccaagec
gtgagctcaa
ggagtccaaa
gtggtetttyg
actcaacaac
gcagtcaatyg
gattatagag
ccteccgata
agaaatctgt
gacatcagta
ctgtgtggga
ggagaaaaac
aataaacatg
aacttcegte
tttaagtgte
cagagtcatg
ctgtcaaact
taatactggg
tagttctgaa
aaaattggat
gaaaacattt
tttgaagtta
atctggagte
ttttecececce
gtgttetggt
atataaccct
gaatatagga
aatttcaata
ataatttagg
cgteteatge
ccaccactag

acgaaggaaa

ctttacggta

ggtecttagt

gcaggeggtyg

gecteecege

atttcctcta

aaggcatgat

tgagagttcc

ccaagaccat

tggtccagee

gecttcagaa

aggaacaaga

aggatttgaa

tcacgtcaga

gcagtaatce

aaaagtctte

accaggaaaa

tagttaccat

ttattgecct

aacagtttaa

cctatgactyg

agcgaattca

agaattctca

cagaatgtgg

aggctgagag

gtacccggcea

aaccctttet

ttcccaaget

aaatgcccat

caagggctat

tatgataatg

tgcttacttyg

acatggggat

gaaagaacca

ctaagaatac

aaacagttga

atatttacaa

tgtctactgt

tteteectty

aaaagctett

ccccaagacce

aaggtgttcc

gggatgtcgc

tgtggacacc

ccaaagggca

gtaagaggtg

ggctgcaaaa

gccagactee

ccaccageta

cagtcagaaa

cagagtgcat

gacagtgtct

tgtatttcac

gaaggaagat

tgaaggtgaa

agatgatgat

ggaacgacta

tgagaatgat

tactcgaaat

tgaaagttct

taatcactgt

tacaggagag

tcggagtegt

gaaaacctte

accatatggt

tgagaaaacc

gggtctgatg

gcctaaaaag

cttagctaaa

acctcagcat

tacaggtcac

gaaggcaaag

tcatacttga

aattactgge

ctgtttaagt

atgtcagact

tttgtgataa

tcttattgta

ctaaaagaag

cagaatcttg

cagagaggaa

ttgaccageg

ctgecgetet

tccteggect

c¢cggagggag

gctctggagg

gtggttccta

aagctgggec

gtgctggage

gtcaaggaga

cctegtecect

ctgtatttga

tgccaggaag

gacagcagtyg

gatcctgaga

gaaatggatt

aatacatcca

actcctctag

cggaggacaa

tacctcattt

gggaaaagct

aaaccttatt

catgaaggaa

ccaaagaatg

tgcaaaaaat

cactcagect

gtgctgecte

gtataaatgt

acctcaaatt

ctaggetttt

agatccecett

agtgacttgt

gaaatagtgce

ttgttagcca

cttgagtgtt

ctcatttgta

aactgacttt

ttttgttety

tttggattac

tcectetgtt

gggtcaacct

gaagaggcce cagagtgage
cagcagagcet ttgacggegyg
tgcatctget ccccgggaga
ctteggtteyg agggettgge
cccegegaaa cgagtgtggt
tgcccccaaa gccaaagcag
aagacctact tcgagatgec
acttcctecac cttettgece
ccttggttat tatgaaagat
tggtgaagct tctgcccaaa
aagctaaccce tgaggagcetg
aatgtgtgag cttggatcct
tcggggaaat gatgttactg
gggaacctgt agaaaatgaa
cttecttggt ctetcageag
ttccacaaaa aaggaaaatg
aggaactctc aaaatatgta
ggagatggta cacttgtcca
cccaccagag gacccacact
tcaatcataa aacaaacctc
cctgtteteca gtgtggaaaa
tccatataag ggagaagata
aggagtttgt gcttcatctg
gtgggagaag atttggtcgg
gtaagacccg aaagcagaag
aacctgagag ctttcataag
gtaaaaatct cattattgce
gctagaaaat tcacagggaa
tggactaagg agctttectt
tcccaacact ttgaagatga
gtctattgaa agtatatccg
aaagatgctt atctggaact
acagcttetyg atagcaattce
gaaaggaatt gtttactttg
tgtgatctaa atttgcaatc
tacagattcce ttttcacaac
ctgttgatct ctccagcage
tcaggcaggg ccatccagec
gagcccagat ctcatgtget

ggaggcagga aaaagttgge

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940
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ttggatccat gtctcatcaa taaccttacc atatgcttag gtccecctcta tgctgtcatce 3000
agacctttgg caatggggtg gtcactacct cacaaggcaa agtgttgtat gattagaaat 3060
tacgtctcca gtggttaget cacattgcect ctcaagagac aggtttccag gtgtcttcat 3120
tgtagtgggt attaattgtc ttcagcctct tgatatccat accttecctgt cctectgecta 3180
gaagcaaggc cagcggtgcce tttacggact gatcgtgtgg tgcgatttag ggattcttca 3240
gttttgcttyg ctttaggttt ccaaaagtta tacattggtg ttttgattgg aataaagaaa 3300
tcctataage tatttgggaa aaattatagt gtatgtttcce catccagaaa catgcecttte 3360
tatttattag agtattatat tcctgtgaaa atttttctaa ttttcttcac ttgttttaca 3420
caattttgtt attgtagttt tttccattat atttttatag ttgattattg cttttacatg 3480
ggaaagttat ttttaattat atatttgtat agtcatctca ctgttgttaa ttttcaatag 3540
tttgttggtt tagttctgtt aacttttggt aaaatgacac catctacaaa gaaaaaaaaa 3600
aaaaaaaaa 3609
<210> SEQ ID NO 115
<211> LENGTH: 1386
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 115
getectegee cegegectge ccoccaggatg gtecgegega ggcaccagece gggtgggett 60
tgcctectge tgctgetget ctgccagtte atggaggacce gcagtgccca ggctgggaac 120
tgctggetee gtcaagcgaa gaacggecge tgecaggtece tgtacaagac cgaactgage 180
aaggaggagt gctgcagcac cggccggetg agcacctegt ggaccgagga ggacgtgaat 240
gacaacacac tcttcaagtg gatgattttc aacgggggceg cccccaactg catcccctgt 300
aaagaaacgt gtgagaacgt ggactgtgga cctgggaaaa aatgccgaat gaacaagaag 360
aacaaaccce gctgegtetg cgccceggat tgttccaaca tcacctggaa gggtccagte 420
tgegggetgg atgggaaaac ctaccgcaat gaatgtgcac tcectaaaggce aagatgtaaa 480
gagcagccayg aactggaagt ccagtaccaa ggcagatgta aaaagacttg tcgggatgtt 540
ttetgtcecag gcagetceccac atgtgtggtg gaccagacca ataatgccta ctgtgtgace 600
tgtaatcgga tttgcccaga gectgettee tetgagcaat atctetgtgyg gaatgatgga 660
gtcacctact ccagtgcctg ccacctgaga aaggctacct gectgetggg cagatctatt 720
ggattagcct atgagggaaa gtgtatcaaa gcaaagtcct gtgaagatat ccagtgcact 780
ggtgggaaaa aatgtttatg ggatttcaag gttgggagag gccggtgttc cctectgtgat 840
gagetgtgee ctgacagtaa gtcggatgag cctgtectgtg ccagtgacaa tgccacttat 900
gccagcegagt gtgccatgaa ggaagcetgcece tgctectcag gtgtgctact ggaagtaaag 960
cactccggat cttgcaactg aatctgcccg taaaacctga geccattgatt cttcagaact 1020
ttctgcagtt tttgacttca tagattatgc tttaaaaaat tttttttaac ttattgcata 1080
acagcagatg ccaaaaacaa aaaaagcatc tcactgcaag tcacataaaa atgcaacgct 1140
gtaatatggc tgtatcagag ggctttgaaa acatacactg agctgcttct gcgetgttgt 1200
tgtccgtatt taaacaacag ctcccctgta ttecccccatce tagccattte ggaagacacce 1260
gaggaagagg aggaagatga agaccaggac tacagctttc ctatatcttc tattctagag 1320
tggtaaactc tctataagtg ttcagtgttc acatagectt tgtgcaaaaa aaaaaaaaaa 1380
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aaaaaa 1386
<210> SEQ ID NO 116
<211> LENGTH: 3163
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 116
agcgggaaag aaagcttgcce ccagaggact taaacaggca agaaggactt ggttaaagac 60
tattgcaata gtcaacttcc aatacaacag cagctggaga tttatagcta acgggcetggg 120
tgaaggagtt aaaggatgct aaattactaa gaggaagtga tgggcagtag gggctgagca 180
aagataactt ctgacatagt caaaccaact ccctctcaga agaacctgat gtttectgac 240
tgctttetee ttectcagee ctgccctget tggatagagg cctecgaaca ggagtaaaga 300
atggctgttyg aacatccaca aggcacctge aagactatga atcaaagttyg agaccaagaa 360
attatttctyg aaaaaggata tggaaaacct tacaaaacac agcattgagt gttcaagttt 420
cagaggtgat tgggaatgta aaaaccagtt tgagagaaaa cagggatctc aggaaggaca 480
tttcagtgaa atgatattta ctcctgaaga catgcccact ttcagtatcce agcatcagag 540
aattcatact gatgagaaac tccttgaatg taaggaatgt gggaaggatt ttagttttgt 600
atcagtcctt gttcgacatc agcgaattca tactggtgag aaaccttatyg aatgcaaaga 660
atgtggcaag gcctttggta gtggtgcaaa ccttgcttac catcaaagaa ttcatactgg 720
tgagaagcct tttgaatgta aagaatgtgg gaaggccttt ggtagtgget caaaccttac 780
tcaccatcag agaattcata ctggtgagaa accctatgag tgtaaggaat gtgggaaagce 840
ctttagtttt ggatcaggcce ttattcgaca tcagatcatt cacagtggtyg agaagcectta 900
tgagtgtaag gaatgtggga agtcctttag ttttgaatca gcccttattce ggcatcacag 960
aattcacaca ggtgagaaac cttatgaatg tatagattgt ggtaaagcct ttggcagtgg 1020
ttcaaacctt actcaacatc ggcggattca tactggtgag aaaccttatg aatgcaaagc 1080
atgtggaatg gcctttagca gtggttegge tcttactegg catcagagaa ttcataccgg 1140
tgagaaacca tatatatgta atgaatgtgg taaggccttt agttttggat cagcccttac 1200
tcgacatcaa agaattcata ctggtgagaa accttatgta tgtaaggaat gtgggaaggc 1260
ttttaatagt ggctcagatc tcactcagca tcagagaatt cacactggtg agaaacccta 1320
tgagtgtaag gagtgtgaga aagcctttag aagtggttca aaacttattc agcatcaaag 1380
aatgcatact ggagagaaac cttatgaatg taaggaatgt gggaagacct ttagtagtgg 1440
ttcagacctt actcaacatc acagaattca tactggtgag aaaccctatg aatgtaagga 1500
atgtgggaag gcctttggta gtggctcaaa acttatccaa caccagctaa tceccatactgg 1560
tgaaagaccc tatgaatgta aagaatgtgg aaagtccttt agtagtggtt cagctcttaa 1620
tcggcaccag agaatacaca ctggtgagaa accctatgaa tgtaaggagt gtgggaaggce 1680
tttttatagt ggctcaagcc ttactcagca tcagagaatt catacaggtg agaaacttta 1740
tgaatgtaag aactgtggga aggcttatgg gagggattca gagtttcagc aacataagaa 1800
aagtcataat ggtaagaaac tctgcgaatt ggaaactata aattgaaatt atgtgctgaa 1860
ggaaggactc taaacatatg acttaagaaa attcatagtg gtgaaaatct ctacaaatag 1920
aactaaggta caaatgcctt acttatgctt cacaggttag tcagtctaag aatatttata 1980
caggaaaaaa atcaccccaa ataaaataaa tatttgaaga tccttatcta tattcattcce 2040
ttcattactt ttggaaaatt cttacttgtg aatgttaaaa atgaaaaaaa aatcatttat 2100
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tatattttgc ctcaacttta aacattggaa aactcatttc tgggttaatc ctactatatt 2160
ttttcaatgg tctttttttt ttgtattata cagaattact gattcattga aaaattattt 2220
tatttattgc aagtctaaat ttatcctttt tttectttect gattatccta acaccattta 2280
ttcaataacc ttgtccattt tcatattttt tttattgact atttgatggt aagttacatt 2340
tttattcaca taaagcttgg atatcaggtc agtgtttttt tgtttttgtt tttgtttttg 2400
tttttttgag atggagtctc actgtcacca ggctggagtg cagtggtgca atctcggttce 2460
actgcaacct ccacctceceg agttcaagtg attttceccetge ctcagectcece cagtagetgg 2520
gactacaggc gcccgccace acgcccagcet aattttttgt attttcatta gagatggggt 2580
ttcaccacgt tggccaggat ggtctcgatce tcttgacctce gtgatccatce tgecctceggece 2640
tceccaacgtg ctggaattac aggcatgagce caccatgect ggcccagtgt ttgtttttta 2700
aatttatata tatgtatcta tgtctcatcc tgtttatggt caataactgt tacttttaag 2760
tatcctttaa tacctgtacc ttttgtttta gaagattgtt tactttcctt ttataaaatt 2820
atactctcca ttttagcaaa acagctttce ctcatcataa tgtagataaa aagaaaaaaa 2880
ggatatggtt acctgtaatc ttaccaatca tagataatca ctgtcaaact tttggagcaa 2940
atcctttaat actatctcecte attgttttgg aaacaaggtg tgattatgct atactataac 3000
cagcccttaa tattttttgt ctgtaaatat gttgttacca ttttattgge tttatagtat 3060
tcacctgtct ttatcaaacc ccaattttgt caaatattaa aaattttgcc attataaaaa 3120
aaaaaaaaaa aaaaaaaaaa aaaaaaaaga aaaaaaaaaa aaa 3163
<210> SEQ ID NO 117

<211> LENGTH: 1632

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 117

atagatacta gattgtattg aattctgttt taattattct ctaggtaagt atgttttagg 60
attaaatacc ttttacagat actgaaagtg cctecttttyg tggtgtaaaa aacaaattat 120
ggtgcaaaaa gtaatcacta gattgaaata catgaaggtt ttttgctttt tgacatacga 180
aaatgtcaag agaaaggcca aagatttgta ctttttcact tacaaagcac tcctttttce 240
cttaaacttc tttctgtcaa attagattta atgagagagt actattttta aggagctatc 300
tgtttatgta gaatgatttt gttaagagta atgtaaacta ttattgagta gaggcctaaa 360
gaggactgtyg ccatttttge tatttaaagg aatcacaaat gatcatactt aagtgagcaa 420
aaatgacaag ttttactagc taagtagaga aataaatctc aaatgcagcg ctacaatttt 480
cattatctta agtacattgt acatttctac agaacctgtg attattcteg catgataagg 540
atggtacttg catatggtga attactactg ttgacagttt ccgcagaaat cctatttcag 600
tggaccaaca ttgtggcatg gcagcaaatg ccaacatttt gtggaatagc agcaaatcta 660
caagagaccc tggttggttt ttegttttgt tttetttgtt ttttecccceet tetectgaat 720
cagcagggat ggaaggaggg tagggaagtt atgaattact ccttccagta gtagctctga 780
agtgtcacat ttaatatcag ttttttttaa acatgattct agttaaatgt agaagagaga 840
agaaagagga agtgttcact tttttaatac actgatttag aaatttgatg tcttatatca 900
gtagttctga ggtattgata gcttgcttta tttctgcctt tacgttgaca gtgttgaage 960

agggtgaata actagggcat atattttttt ttttttttgt aagctgtttc atgatgtttt 1020
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ctttggaatt tccggataag ttcaggaaaa cattctgcat gttgtatcta gtctgatgta 1080
cttatccatc tcattacaaa caaaaacaca cagaactgca tttgtagctc tgtaatcctt 1140
gaatacggaa gtaaattttc ttectttcectg actttgacat tgtagctata ctgtttcecat 1200
ttttgttttt acaaatcctt tgggtctaat tctgtgagcce tacctatagce actggattaa 1260
aatgtctgca tcatttcttt agttatccag ttaactttaa aactgttgta aaagtgtaaa 1320
ccagcccatg acaggttttt gtacatgtta aagaacttca ttgttcagtt ttcatgatta 1380
ttgtgtaagg aagactgatg tagatgttct gtgctgtect ggaccatgtt aattacactt 1440
acgacgtatt ttagttccac atcacaatga tttgtcccca gtgacccttt tatcctttet 1500
aggcacattt cttgttgttg ttgttgttgc agttccecctt tgcattgtat tgctttgaca 1560
actgtaattt gaatcagatc tgaaagaggt ccagaataaa atatattttg atattaaaaa 1620
aagaaaaaaa at 1632
<210> SEQ ID NO 118

<211> LENGTH: 2202

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 118

gggactgteg cgtceggegee cgacgceggag tcagcagggg cgaaaagcegyg tagatcatgg 60
caaccataga agaaattgca catcaaatta ttgaacaaca gatgggagag attgttacag 120
agcagcaaac tgggcagaaa atccagattg tgacagcact tgatcataat acccaaggca 180
agcagttcat tctgacaaat cacgacggct ctactccaag caaagtcatt ctggccagge 240
aagattccac tccgggaaaa gttttectta caactccaga tgcagcaggt gtcaaccagt 300
tattttttac cactcctgat ctgtctgecac aacacctgea getcctaaca gataattcete 360
cagaccaagg accaaataag gtttttgate tttgegtagt atgtggagac aaagcatcag 420
gacgtcatta tggagcagta acttgtgaag gctgcaaagg attttttaaa agaagcatcc 480
gaaaaaattt agtatattca tgtcgaggat caaaggattg tattattaat aagcaccacc 540
gaaaccgcetyg tcaatactge aggttacaga gatgtattge gtttggaatg aagcaagact 600
ctgtccaatg tgaaagaaaa cccattgaag tatcacgaga aaaatcttce aactgtgecg 660
cttcaacaga aaaaatctat atccgaaagg accttegtag cccattaact gcaactccaa 720
cttttgtaac agatagtgaa agtacaaggt caacaggact gttagattca ggaatgttca 780
tgaatattca tccatctgga gtaaaaactyg agtcagetgt getgatgaca tcagataagg 840
ctgaatcatyg tcagggagat ttaagtacat tggccaatgt ggttacatca ttagcgaatc 900
ttggaaaaac taaagatctt tctcaaaata gtaatgaaat gtctatgatt gaaagcttaa 960

gcaatgatga tacctctttg tgtgaatttc aagaaatgca gaccaacggt gatgtttcaa 1020
gggcatttga cactcttgca aaagcattga atcctggaga gagcacagcc tgccagagct 1080
cagtagcggg catggaagga agtgtacacc taatcactgg agattcaagc ataaattaca 1140
ccgaaaaaga ggggccactt ctcagcgatt cacatgtage tttcaggctce accatgectt 1200
ctecctatgece tgagtacctg aatgtgcact acattgggga gtctgectece agactgetgt 1260
tcttatcaat gcactgggca ctttcgattce cttettteca ggctctaggg caagaaaaca 1320
gcatatcact ggtgaaagct tactggaatg aactttttac tcecttggtctt gcccagtget 1380
ggcaagtgat gaatgtagca actatattag caacatttgt caattgtctt cacaatagtc 1440

ttcaacaaga taaaatgtca acagaaagaa gaaaattatt gatggagcac atcttcaaac 1500
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tacaggagtt ttgtaacagc atggttaaac tctgcattga tggatacgaa tatgcctacc 1560
tgaaggcaat agtactcttc agtccagatc atccaagect agaaaacatg gaactgatag 1620
agaaatttca ggaaaaggct tatgtggaat tccaagatta tataaccaaa acatatccag 1680
atgacaccta caggttatcc agactactac tcagattgcc agctttaaga ctgatgaatg 1740
ctaccatcac tgaagaattg tttttcaaag gtctcattgg caatatacga attgacagtg 1800
ttatcccaca tattttgaaa atggagcctg cagattataa ctctcaaata attggtcaca 1860
gcatttgaaa actgtgactg cagtgctgta aacttaactg ttctttgcca gaacacaaga 1920
caccaaattg aactcactgc ttttgaggca tctggaaatt tttactttaa aaagtaacca 1980
gaatccaagg tatttttatt ttagcttccc ttaagaattt ttgaagtgac tgggcaggca 2040
gcagaaatta aatgaatttt tcttcctgat tcctttaaat gaatatgaaa cactacaaat 2100
ttattcttgg tgaagatgat acctgaagct gtcacctcett gattatctaa actaagcgct 2160
cattctattt tataaaacaa ataaattagt ctctttttte tg 2202
<210> SEQ ID NO 119

<211> LENGTH: 2716

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 119

aggctgaggyg geggttgttg ttggcagetyg tggctaagga ggggagaace tcetgetcccce 60
gecegtette tettetgegt tteccggget agggggegtyg gggagtggtt ttaggeggeg 120
aagccgceteg gcagcacctt ccttetttge caggecagacg cecgttgtag cegttgggga 180
accgttgaga atccgecatg gagccagaga gggaagggac cgagagacac cccaggaagg 240
tcagggaagg caggcaggcece ccaaataage tggtegggge agetgaggeg atgaaagecg 300
gttgggatct cgaggagagt cagcccgagg ccaagaaagce ccgcttatet accattttat 360
ttactgacaa ctgtgaagta acccatgacc agetgtgtga attgctgaag tatgcagtte 420
tgggcaaatc caatgttcca aaacccagcet ggtgecaget ttttcatcaa aaccacctaa 480
acaacgtagt ggtttttgtt ctgcagggaa tgagtcaget acacttttac aggttctatt 540
tggagtttgg atgtcttcga aaagcattca gacataaatt cegettgect ccaccatcat 600
ctgattttct agectgatgtt gttgggctac aaactgaaca aagagetgga gatctgeccca 660
agacaatgga agggccttta ccttctaatg caaaagecge catcaacctt caggatgatce 720
ccatcattca aaagtatgge tctaagaaag tgggettgac cagatgectt ctgacaaagg 780
aggaaatgag aacgtttcac tttccattac aaggttttec tgattgtgaa aactttttac 840
ttaccaaatg taatggttct atagcagaca atagtcctet ctttggactt gactgtgaaa 900
tgtgcctcac atccaagggg agagagctaa cacgeatcte actggttget gaaggaggcet 960

gctgtgttat ggatgaactg gtcaaacctg aaaacaagat tctggactac ctcaccagcet 1020
tttcgggaat cacgaagaag attcttaacc cagtgacgac caaactcaaa gatgtacaga 1080
ggcagttaaa agcactgctt cctecctgatg ctgtgttagt gggccactcce ttagatttgg 1140
atctcagagc actgaaaatg atacatccat atgttattga tacatcgttg ctttatgtca 1200
gagagcaggg cagaagattt aagctcaagt tcttagccaa agttattttg gggaaggata 1260
tacagtgtcc agacagactt ggtcatgatg ccacagaaga tgctagaaca atccttgaat 1320

tggctecggta tttcecttaag catggcccaa aaaagattgce agaactaaat ctagaagcac 1380
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tagctaatca ccaagaaata caagcagcag gccaagagec taaaaacaca gcagaagtac 1440
ttcagcaccce aaacacaagt gttttagaat gcttggattc agtgggtcag aagcttcttt 1500
ttttgacccg ggagacagat gctggtgaac ttccatcttce cagaaattgt caaactatta 1560
agtgtctttc aaataaagag gttcttgage aggccagagt ggaaatccce ctgtttcecect 1620
tcagcattgt tcagttctct tttaaggcct tttcacctgt cctcactgag gagatgaaca 1680
aaaggatgag gatcaagtgg acagagatat caactgtcta tgctgggcca tttagcaaaa 1740
attgcaatct cagggctctg aagaggctgt ttaaaagctt tggcccagtce cagtcaatga 1800
cttttgttct tgaaaccegt cagcctcatce tctgtataca gtatgaagtce ctagaagcetg 1860
cccagetgge catagagtcec ttggatggta ttetggtaga tggtatctge atcaaggtgce 1920
agaggcctgt gacagagctce acgcttgatt gtgacaccct cgtgaatgag ctggaaggag 1980
attctgaaaa ccaaggctct atatatctgt ctggagtgag tgaaaccttc aaagaacagc 2040
tattgcagga gccccgecte tttettggee tggaagetgt gatcttgcct aaagatctta 2100
aaagtggaaa gcagaaaaaa tactgtttcc tgaaattcaa aagttttggc agtgcccagce 2160
aggccctcaa cattctcaca ggcaaggact ggaagctgaa aggcaggcat gccctaacce 2220
ccaggcacct ccatgectgg ctcagagget taccacctga atcaacaagyg ctcccaggge 2280
ttegtgttgt acctcecccecece tttgaacagg aggccttgca gactctgaaa ctggaccacce 2340
cgaagatagc agcctggege tggagccgga agattggaaa gctctacaac agecttgtgece 2400
cgggcactct ctgcctcate ctgctgccag gaaccaagag cactcatggt tcactcectcetg 2460
gtctaggact gatgggaata aaagaggaag aagaaagcgc tggcccaggc ctgtgttegt 2520
gagtcggect gccatgttte catgtgccat ttcttaccece ttgtaggcaa tggcaaagaa 2580
tgtggtcagg ctgtagcctce cccaaccage agacagtttt atggaaactt ggtatagcag 2640
ctaaaagagt ttagtttgtt tatatggcat gtataagttt tcaataaatg cctaaagttc 2700
aagcataaaa aaaaaa 2716
<210> SEQ ID NO 120

<211> LENGTH: 7825

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 120

cettttegtt cgcecteteg gggcggette gecgaaggta gegecgaatce cggcaaccgg 60
agcctgggeg cgaagcgaag aagccggaac aaagtgaggg ggagecggee ggctggeccg 120
ggaagccceca ggggcgcagg ggaagceggga ctegegecgg geggggttte cetgegeccece 180
ggegeccege gggcagcatg cccectgeggg cagggggage tgggctgaac tggecctecce 240
gggggctcayg cttgcgccct agageccace agatgtgece cegecgggge cececgggttyg 300
cgtgaggaca cctectetga ggggegecge ttgeccctet ceggatcegece cggggecccyg 360
gectggecaga ggatggacga ggaggaggat ggagcegggeg ccgaggagtce gggacagecce 420
cggagettea tgcggetcaa cgacctgteg ggggecgggy gecggecggy gcecggggtca 480

gcagaaaagg acccgggcag cgcggactee gaggceggagg ggctgecgta cceggegetg 540

gecceggtgg ttttetteta cttgagecag gacagecgee cgeggagetyg gtgteteege 600
acggtctgta acccctggtt tgagegeate agecatgttgg tcatcettet caactgegtg 660
accctgggea tgtteecggee atgegaggac ategectgtg acteccageg ctgcecggate 720

ctgcaggect ttgatgactt catctttgee ttetttgeeg tggagatggt ggtgaagatg 780
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gtggccttgg gcatctttgg gaaaaagtgt tacctgggag acacttggaa ccggcttgac 840
tttttcatceg tcatcgcagg gatgctggag tactcgetgg acctgcagaa cgtcagettce 900
tcagectgtca ggacagtceg tgtgctgcga ccgctcaggg ccattaaccg ggtgcccagce 960

atgcgcatcce ttgtcacgtt getgctggat acgctgecca tgctgggcaa cgtcectgetg 1020
ctectgettet tegtettett catcttegge atcgtcecggeg tcecagetgtg ggcagggetg 1080
cttcggaacc gatgcttect acctgagaat ttcagcctece cecctgagcegt ggacctggag 1140
cgctattace agacagagaa cgaggatgag agcccctteca tetgctccca gccacgegag 1200
aacggcatgce ggtcectgcag aagcgtgecce acgetgegeyg gggacggggyg cggtggecca 1260
ccttgeggte tggactatga ggcctacaac agctccagca acaccacctg tgtcaactgg 1320
aaccagtact acaccaactg ctcagcgggg gagcacaacce ccttcaaggyg cgccatcaac 1380
tttgacaaca ttggctatgc ctggatcgce atcttccagg tcatcacget ggagggctgg 1440
gtcgacatca tgtactttgt gatggatgct cattccttet acaatttcat ctacttcatce 1500
ctcctcatca tegtgggete cttettecatg atcaacctgt gectggtggt gattgccacg 1560
cagttctcag agaccaagca gcgggaaagce cagctgatge gggagcageyg tgtgeggtte 1620
ctgtccaacg ccagcaccct ggctagette tctgageccg gcagctgcta tgaggagetg 1680
ctcaagtacc tggtgtacat ccttcecgtaag gcagcccegca ggctggctca ggtcectcetegg 1740
gcagcaggtyg tgcgggttgg gcetgetcage agcccagcac cecteggggg ccaggagace 1800
cagcecagca gcagetgete tcgcteccac cgecgectat cegtecacca cctggtgcac 1860
caccaccacc accatcacca ccactaccac ctgggcaatyg ggacgctcag ggccccccegg 1920
gecagecegy agatccagga cagggatgcece aatgggtcce gecggetcat getgecacca 1980
ccetegacge ctgcectete cggggceccce cctggtggeg cagagtctgt gcacagette 2040
taccatgceg actgecactt agagccagte cgetgccagg cgcecccctece caggtceccca 2100
tctgaggcat ccggcaggac tgtgggcage gggaaggtgt atcccaccegt gcacaccage 2160
cctecacegg agacgctgaa ggagaaggca ctagtagagyg tggctgcecag ctetgggece 2220
ccaaccctcea ccagectcaa catcccacce gggecctaca gctcecatgea caagetgcetg 2280
gagacacaga dtacaggtgc ctgccaaagc tcttgcaaga tcectccagecce ttgcttgaaa 2340
gcagacagtyg gagectgtgg tccagacage tgcccectact gtgcceggge cggggcaggyg 2400
gaggtggagc tcgccgaccg tgaaatgcct gactcagaca gcgaggcagt ttatgagttce 2460
acacaggatg cccagcacag cgacctececgg gacccccaca gecggceggea acggagectg 2520
ggcccagatg cagagcccag ctetgtgetg gecttetgga ggctaatctg tgacacctte 2580
cgaaagattg tggacagcaa gtactttggc cggggaatca tgatcgccat cctggtcaac 2640
acactcagca tgggcatcga ataccacgag cagcccgagg agcttaccaa cgccctagaa 2700
atcagcaaca tcgtcttcac cagcctettt gcecctggaga tgctgctgaa getgettgtg 2760
tatggtccct ttggctacat caagaatccce tacaacatct tcgatggtgt cattgtggtce 2820
atcagcegtgt gggagatcgt gggccagcag gggggcggcce tgtcggtget geggacctte 2880
cgectgatge gtgtgctgaa getggtgege ttectgecgg cgctgcageg gcagcetggtg 2940
gtgctcatga agaccatgga caacgtggcc accttcectgca tgctgcttat gctcettcatce 3000
ttcatcttca gecatcctggg catgcatcte tteggctgca agtttgecte tgagcecgggat 3060

ggggacaccce tgccagaccg gaagaatttt gactccttge tcetgggccat cgtcactgte 3120
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tttcagatcc tgacccagga ggactggaac aaagtcctcect acaatggtat ggcctcecacg 3180
tcgtectggg cggcecttta tttcattgce ctcecatgacct tcggcaacta cgtgctette 3240
aatttgctgg tcgccattet ggtggagggce ttccaggcegg aggaaatcag caaacgggaa 3300
gatgcgagtyg gacagttaag ctgtattcag ctgcctgteg actcccaggg gggagatgece 3360
aacaagtccg aatcagagcc cgatttectte tcacccagece tggatggtga tggggacagg 3420
aagaagtgct tggccttggt gtccctggga gagcacccegg agctgcggaa gagcectgetg 3480
ccgectetea tcatccacac ggccgecaca cecatgtege tgcccaagag caccagcacyg 3540
ggectgggeyg aggegetggg ccectgegteg cgccgcacca geagcagegg gteggcagag 3600
cetggggegyg cccacgagat gaagtcaccg cecagcegece gcagetctee gcacagecce 3660
tggagegetyg caagcagetg gaccagcagg cgctccagece ggaacagect cggecgtgca 3720
cccagectga agcggagaag cccaagtgga gageggeggt cectgttgte gggagaagge 3780
caggagagcce aggatgaaga ggagagctca gaagaggage gggccagcecce tgcgggcagt 3840
gaccatcgee acagggggte cctggagegg gaggccaaga gttectttga cctgccagac 3900
acactgcagg tgccagggct gcatcgcact gccagtggcce gagggtctge ttectgagcac 3960
caggactgca atggcaagtc ggcttcaggg cgectggece gggecctgeyg gectgatgac 4020
cceccactgg atggggatga cgccgatgac gagggcaacce tgagcaaagyg ggaacgggte 4080
cgegegtgga tccgagceceg actccectgcee tgcetgecteg agcgagactce ctggtcagece 4140
tacatcttce ctcectcagte caggtteccge ctectgtgte accggatcat cacccacaag 4200
atgttcgacc acgtggtcecct tgtcatcatc tteccttaact gecatcaccat cgccatggag 4260
cgccccaaaa ttgacccecca cagcgctgaa cgcatcttece tgaccctcte caattacatce 4320
ttcaccgcag tetttctgge tgaaatgaca gtgaaggtgg tggcactggg ctggtgette 4380
ggggagcagg cgtacctgcg gagcagttgg aacgtgctgg acgggctgtt ggtgctcatce 4440
tcegtecateg acattctggt gtceccatggte tctgacageg gcaccaagat cctgggcatg 4500
ctgagggtge tgcggetget geggaccectyg cgeccgcetea gggtgatcag ccgggegcag 4560
gggctgaage tggtggtgga gacgctgatg tcctcactga aacccatcgg caacattgta 4620
gtcatctgcet gtgecttcett catcatttte ggcatcttgg gggtgcaget cttcaaaggg 4680
aagtttttcg tgtgccaggg cgaggatacc aggaacatca ccaataaatc ggactgtgcece 4740
gaggccagtt accggtgggt ccggcacaag tacaactttg acaaccttgg ccaggccectg 4800
atgtccetgt tegttttgge ctccaaggat ggttgggtgg acatcatgta cgatgggetg 4860
gatgctgtgg gcegtggacca gcagcccatce atgaaccaca acccctggat gctgectgtac 4920
ttcatctegt tecctgctcecat tgtggectte tttgtcecctga acatgtttgt gggtgtggtg 4980
gtggagaact tccacaagtg tcggcagcac caggaggaag aggaggcccg geggcegggag 5040
gagaagcgcc tacgaagact ggagaaaaag agaaggaatc taatgctgga cgatgtaatt 5100
gcttecggeca gctcagecag cgctgcgtca gaagcccagt gcaaacctta ctactccgac 5160
tactcceget teccggctect cgtccaccac ttgtgcacca geccactacct ggacctette 5220
atcacaggtg tcatcgggct gaacgtggtc accatggcca tggagcacta ccagcagccce 5280
cagattctgg atgaggctct gaagatctgc aactacatct tcactgtcat ctttgtettg 5340
gagtcagttt tcaaacttgt ggcctttggt ttccecgtcggt tcettccagga caggtggaac 5400
cagctggacce tggccattgt getgctgtcee atcatgggca tcacgctgga ggaaatcgag 5460

gtcaacgecct cgctgcccat caaccccacce atcatccgca tcatgagggt gctgcgeatt 5520
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gccecgagtge tgaagectgcet gaagatggcet gtgggcatge gggcgctgcet ggacacggtyg 5580
atgcaggccce tgccccaggt ggggaacctg ggacttcetet tcatgttgtt gtttttcatce 5640
tttgcagecte tgggcgtgga gcectcectttgga gacctggagt gtgacgagac acacccctgt 5700
gagggcctgg gecgtcatge cacctttegg aactttggca tggecttect aaccctette 5760
cgagtctcca caggtgacaa ttggaatggce attatgaagg acaccctceg ggactgtgac 5820
caggagtcca cctgctacaa cacggtcatc tcgectatcect actttgtgte cttegtgetg 5880
acggcccagt tcgtgctagt caacgtggtg atcgccgtge tgatgaagca cctggaggag 5940
agcaacaagg aggccaagga ggaggccgag ctagaggctyg agetggaget ggagatgaag 6000
accctecagee cccageccca ctecgecactg ggcagcecect tectetggece tggggtegag 6060
ggecccgaca gecccgacag ccccaagect ggggcetetge acccagegge ccacgcgaga 6120
tcagcctece acttttceect ggagcaccce acggacaggce agctgtttga caccatatcce 6180
ctgctgatcce agggctcect ggagtgggag ctgaagctga tggacgagct ggcaggccca 6240
gggggccage cctetgectt ceettetgece ceccagectgyg gaggctceccga cccacagatce 6300
cctctagetg agatggagge tcetgtcetcectg acgtcagaga ttgtgtctga accgtcectgce 6360
tctctagete tgacggatga ctetttgect gatgacatge acacactctt acttagtgece 6420
ctggagagca atatgcagcc ccaccccacg gagcetgccag gaccagactt actgactgtg 6480
cggaagtctg gggtcagecg aacgcactct ctgcccaatg acagctacat gtgtcggcat 6540
gggagcactyg ccgaggggee cctgggacac aggggcetggg ggctccccaa agcetcagtca 6600
ggcteccgtet tgteccgttca cteccageca gcagatacca gctacatcct gcagettecce 6660
aaagatgcac ctcatctgct ccagccccac agegecccaa cctggggcac catccccaaa 6720
ctgcecccac caggacgcte cectttgget cagaggccac tcaggcgceca ggcagcaata 6780
aggactgact ccttggacgt tcagggtctg ggcagcceggg aagacctgct ggcagaggtg 6840
agtgggccct ccccgecect ggcccecgggcee tactcectttet ggggccagte aagtacccag 6900
gcacagcage actcccgcag ccacagcaag atctccaage acatgacccc gecagccect 6960
tgcccaggee cagaacccaa ctggggcaag ggccctccag agaccagaag cagcttagag 7020
ttggacacgg agctgagctg gatttcagga gacctcctge ceccctggcecgg ccaggaggag 7080
cceccatcecee cacgggacct gaagaagtge tacagegtgg aggcccagag ctgccagcge 7140
cggcctacgt cctggctgga tgagcagagg agacactcta tcgccgtcag ctgectggac 7200
agcggetccee aaccccacct gggcacagac cectctaace ttgggggeca gectettggg 7260
gggectggga gecggeccaa gaaaaaactc agcccgecta gtatcaccat agaccccccece 7320
gagagccaag gtccteggac cccgeccage cctggtatcet gectceeggag gagggctecyg 7380
tccagecgact ccaaggatcce cttggectct ggecccectg acagcatgge tgcctcegecce 7440
tcecccaaaga aagatgtgcet gagtctcectcee ggtttatect ctgacccage agacctggac 7500
ccetgagtee tgccccactt teccactcac ctttetecac tgggtgccaa gtectagetce 7560
ctecctectgg getatattee tgacaaaagt tccatataga caccaaggag gcggaggcgce 7620
tceteectge ctcagtgget ctgggtacct gcaagcagaa cttccaaaga gagttaaaag 7680
cagcagcccee ggcaactetg getccaggca gaaggagagyg ccecggtgcag ctgaggttee 7740
cgacaccaga agctgttggg agaaagcaat acgtttgtgc agaatctcta tgtatattct 7800

attttattaa attaattgaa tctag 7825
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<210> SEQ ID NO 121
<211> LENGTH: 3497
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 121
cggacgegge cgccgecgte gecgcecatet gtcaccteca ctecggcate agcagecagt 60
cgecegtgte ccgectgtet ccteggegga gectgcetgee cgtectgeca cctetetget 120
ctgttettgt ctetgectte attcccgaat ggatctggta ggagtggeat cgcectgagece 180
cgggacggca gcggectggg gacccagcaa gtgtccatgg gcetattcecte aaaatacaat 240
atcttgttet ttggetgatg taatgagtga acagctggece aaagaattgce agttagaaga 300
agaagctgcee gtttttectg aagttgetgt tgctgaagga ccatttatta ctggagaaaa 360
cattgatact tccagtgacc ttatgctgge tcagatgcta cagatggaat atgacagaga 420
atatgatgca cagcttaggc gtgaagaaaa aaaattcaat ggagatagca aagtttccat 480
ttectttgaa aattatcgaa aagtgcatcce ttatgaagac agcgataget ctgaagatga 540
ggttgactgyg caggatactc gtgatgatcc ctacagacca gcaaaaccgg ttcccactece 600
taaaaagggc tttattggaa aaggaaaaga tatcaccacc aaacatgatyg aagtagtatg 660
tgggagaaag aacacagcaa gaatggaaaa ttttgcacct gagtttcagyg taggagatgg 720
aattggaatg gatttaaaac tatcaaacca tgttttcaat gctttaaaac aacatgccta 780
ctcagaagaa cgtcgaagtg cccgcectaca tgagaaaaag gagcattcta cagcagaaaa 840
agcagttgat cctaagacac gtttacttat gtataaaatg gtcaactctyg gaatgttgga 900
gacaatcact ggctgtatta gtacaggaaa ggagtctgtt gtetttcatg catatggagg 960
gagcatggag gatgaaaagg aagatagtaa agttatacct acagaatgtg ccatcaaggt 1020
atttaaaaca acccttaatg aatttaagaa tcgtgacaaa tatattaaag atgatttcag 1080
gtttaaagat cgcttcagta aactaaatcc acgtaagatc atccgcatgt gggcagaaaa 1140
agaaatgcac aatctcgcaa gaatgcagag agctggaatt ccttgtccaa cagttgtact 1200
actgaagaaa cacattttag ttatgtcttt tattggccat gatcaagttc cagcccctaa 1260
attaaaagaa gtaaagctca atagtgaaga aatgaaagaa gcctactatc aaactcttca 1320
tttgatgcgg cagttatatc atgaatgtac gcttgtccat gectgacctca gtgagtataa 1380
catgctgtgg catgctggaa aggtctggtt gatcgatgtc agtcagtcag tagaacctac 1440
ccaccctcac ggcectggagt tettgttccecg ggactgcagg aatgtctcecge agttttteca 1500
gaaaggagga gtcaaggaag cccttagtga acgagaactc ttcaatgetg tttcaggett 1560
aaacatcaca gcagataatg aagctgattt tttagctgag atagaagctt tggagaaaat 1620
gaatgaagat cacgttcaga agaatggaag gaaagctgct tcatttttga aagatgatgg 1680
agacccacca ctactatatg atgaatagca ctaataccca ctgcttcagt gttaacacag 1740
cagtgattgt cagctgccaa tagcaaatga agttatgggt gacttgaaat accaaaacct 1800
gaggagtggg caatggtgct tctgtgettt tccceccttgt aacccatgtg ccagatgtgt 1860
ggaattttta gctcagcatt gagagaataa aatgtcacta cctctcatct tatgaacagg 1920
ataatataat tctttaacag ctataggtta tctggctgaa gtagacctaa ttttatgtga 1980
cttgtggtgt aaaatgtctt gatgataatt tttaaaactt gggtaacact tccaaatatg 2040
ggaggaaagg acagatgtgt ttacaaggga ggattttaca acatacttgc tttattcacc 2100
tcectgtttt gtgttgegte tttecttgaa tattttattg geccagagtt agectttcete 2160
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aattatgttt ccagactgtg gccgtgattc taaaggaaaa tgtgtgctcect ttagtgggta 2220
gaacaaatgg aaatttggtt tcagaatggc tgacagaaat cgacataagt catgtaattt 2280
ttgttgatat atcatgaaaa tgaacagaat tctttttcca tacttatatc taagaaaagg 2340
catcataggt ttctgaaaga gataactata taacagcttt ttaactatcc agtcaacttt 2400
cagcttttet acatttaggt aaaatggtta ggatataact catggtgtgg ctaatctaca 2460
tttatcaata aaatgtaaat tatctgaaag gacagaatat aagatttaac catgtttgac 2520
gtattttaat ttagttaatg aagcaaaatt cagtttatat ttcactagaa ctgtgtactt 2580
gattgatttt cagagaaata tcacaaatta gaaatattaa atctaaggat gaaaggtata 2640
tataaaacaa tttgggggcc aggcacgatg gctcaaacct gtaatcccag cactttggga 2700
gaccaaggcyg ggtggatcac ttgaggtcag gagttcaaga ccagcctggg caacatggeg 2760
aaaccctgte tctactaaaa atacaaaaat tagccgggtg tggtggcact tcectctgtaat 2820
ctcagcttet caggaggctg agacaggaga atcgcttgaa cccgggaggce agaggttgca 2880
gtgagctgag atcatgccac tgcactccgg cctaggtgac agagggaaac tccatctceca 2940
ggaaaaaaaa aaaaaaaccc aatttggata ccaaattaat caactaattt gagctatctg 3000
gccttactet tagtagtttt tagtacgtgce tggacaccac ttttaaaaag caatcactgt 3060
gctagaaaag tatattggct ttgttaggat taaagttcat taacttcaat gtaatcatgce 3120
ctcctattac tgaagtcaga ttggaaccac taaagatcca aactttctgt ctggtaatag 3180
aaagtaaaaa tctagacatc atttacattt gagaagctgt ttttaacatt attttaaaat 3240
gccaaatatg ttctttctag aaaaatattt atttttgttt ttgttggata gcttttaatt 3300
acatttcaga gaggtgtaat tttgggtaga tgctcattac atttttgaaa ggtttatgat 3360
tccaaaataa agatttatat gactggtgat actggcttta cagaaatttc agagaactaa 3420
tttttaaaat ctttagcatt taaaactttt tttgttttgt tttctgacat attctgacaa 3480
agagcagcaa accactg 3497
<210> SEQ ID NO 122

<211> LENGTH: 1966

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 122

gaggggcgaa aggacatttt tttttttett getccegect ctgttettec cecacctgece 60

acgtacagag cccaagttct cgctaggett gttgggtcag cgegattgge cggggeccege 120

gegagectge gagegaggtg cggeggtege gaagggcaac cgagggggece gtgaccaceg 180

ccteccegeg acgecccagt ccagtggect cgegteegece cattcagegg agacctgegg 240
agaggcggeg gecgeggect cegcaagecg tcettteteta gagttgtata tatagaacat 300
cctggagtee accatgaacg gacagttgga tctaagtggg aagctaatca tcaaagctca 360
acttggggag gatattcgge gaattcctat tcataatgaa gatattactt atgatgaatt 420
agtgctaatyg atgcaacgag ttttcagagg aaaacttctg agtaatgatg aagtaacaat 480
aaagtataaa gatgaagatg gagatcttat aacaattttt gatagttctg acctttectt 540
tgcaattcag tgcagtagga tactgaaact gacattattt gttaatggcce agccaagacc 600
ccttgaatca agtcaggtga aatatcteeg tcgagaactg atagaactte gaaataaagt 660

gaatcgttta ttggatagct tggaaccacc tggagaacca ggaccttcca ccaatattec 720
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tgaaaatgat actgtggatg gtagggaaga
gtctactcag gttatggcag caagtatgtce
aatcaataaa aatgttatgt cagegtttgg
cagtgctect gcagaagate gttcaggaac
agctcaccca ccaggegtte agecacagca
aggtcagatt gaaggtcaga tgtaccaaca
gecagcegeag gctccaccte agcagectca
tagtcagcag actggaccte aacaacctca
ttcccaggca ccagetectg ccttttetgg
acagcagtac caggcgagca attatcctge
tactaattat actgtggete ctgectectcea
ctatcaacca agaccaggtt ttacttcact
tgggcctaat ccttatgege gtaaccgtece
acctggttat cgataaggag gctcectctac
tcccaaaaga ctccagtact attttaattt
gagcattttt tatgatatca ttgttggtgt
agaccaaaat gaaagttttt tcctecctge
ggaacactac tcttacatgt ataaagtgat
aggatattaa aatgctaggg tgaggtttag
gatgtactaa agtagagccc tttgagaata
tgataggtta ataaagatga ttgaatccaa
<210> SEQ ID NO 123

<211> LENGTH: 419

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 123

aagggcccect cattttggea gaacttacca
gecatgaggag gagcaagagc cgatctecte
gaaaataccg taagggcaac ctgaaaagta
accgctecca cttgtgagee cccageggge
gcagcaacaa gaacagcaga aggggaactg
gagaggagce tatggaatgt ggatcaaatg
ttggctgttt ttccccaaca tctcaataaa
<210> SEQ ID NO 124

<211> LENGTH: 2679

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 124

cggaccegtge aatggeccag cgtaagaatg
getecggeag cggtagcacyg agtgcegggea
agcatggagyg acacaagaat gggaggaaag

ggtttatggt gattgcattg ctgggegtct

aaagtctget

tgcttttgat

cttaacagat

acccgacage

gccaccatat

gtaccagcaa

acagtatggt

gcagttccag

tcagcctcaa

acaaacttac

acctggaatg

tcctggaagt

teectttggt

accaattaat

gtattgaaga

taattgaaag

ttaaaaatgt

tgacttgact

ccatcttact

caagatatta

aaaaaaaaaa

tgtcgaccag

acaagggagt

dgaaacgggy

tctgeectygy

ccaaggagac

ccagttgtga

actttgaaag

ccaagagcag

gcagcagcce

geggactete

ggacatctgt

tctgattett ctggaaaaca

cctttaaaaa accaagatga

gatcaggttt cagggccacce

attgcttect cctectcage

acaggagctce agactcaage

caggcegget atggtgcaca

attcagtatt cagcaagcta

ggatatggce agcaaccaac

caactgcctyg ctcagecgec

actgcccaaa cttctcagec

gctecaagee aacctgggge

accatgacce ctectecaag

cagggctata cccaacctygg

gtagctgeta gctattggece

agttcagaaa tttaaaagca

tataatttgc tggaacacaa

agcagcttet tagttacttt

ttctagette ccttgteegy

tggcttttta ctattaacat

tgtataaaat gtaacactga

aaaaaa

ccgcaaatta aagagtcatg
caagagaggt ggcagcaaaa
cgatgacgce aatcgcaatt
tgcgcttcac acagcaccaa
ctgatgttag atcaaagcca
cgaaatgagg aatgtatatg

cagaaaaaaa aaaaaaaaa

cggcaacage agcagcagcg

cggggecegyg agagagacaa

aggaacttca ttcttcacgt

agctgtegtt tggtttgatce

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1966

60

120

180

240

300

360

419

60

120

180

240
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ttgttgacta tgaggaagtt ctaggaaaac taggaatcta tgatgctgat ggtgatggag 300
attttgatgt ggatgatgcc aaagttttat taggacttaa agagagatct acttcagagc 360
cagcagtccc gccagaagag gctgagccac acactgagec cgaggagcag gttectgtgg 420
aggcagaacc ccagaatatc gaagatgaag caaaagaaca aattcagtcc cttctccatg 480
aaatggtaca cgcagaacat gttgagggag aagacttgca acaagaagat ggacccacag 540
gagaaccaca acaagaggat gatgagtttc ttatggcgac tgatgtagat gatagatttg 600
agaccctgga acctgaagta tctcatgaag aaaccgagca tagttaccac gtggaagaga 660
cagtttcaca agactgtaat caggatatgg aagagatgat gtctgagcag gaaaatccag 720
attccagtga accagtagta gaagatgaaa gattgcacca tgatacagat gatgtaacat 780
accaagtcta tgaggaacaa gcagtatatg aacctctaga aaatgaaggg atagaaatca 840
cagaagtaac tgctccccct gaggataatc ctgtagaaga ttcacaggta attgtagaag 900
aagtaagcat ttttcctgtg gaagaacagc aggaagtacc accagatact taaagcttca 960
aaaagactgc ccctaccacc acaggaggac cagcctaacc atacgctcca aaagatggcet 1020

gtgatagatc ttgtgaagca attactgagc agatcaagat ctttgggaag gaacactaaa 1080
gatgttttga atgaattata gtccactggc attttagtgt attttttttt ctttttacaa 1140
acacacattt ctaaaaatgt catgttacat tcctgcatgt cccttttgat agcattagtg 1200
gatccattgg atttcttttt tctttttgtg agacagcttt tagtcttacc tgaatttatg 1260
tgtgtttttc cgacagtggt taataattat attggtgatg tagcagcaat tgtgttggca 1320
gggttttcat atattattag taattaacac taactgttgg actgacttgt gtacactgtg 1380
ttaaacatga tttaaaagct attaagagta ctttgtgtta gcactcttaa aaacgctaac 1440
agagatcatc attagctgtg aagatttgag ttgtatatac ctgcactgat attcttatca 1500
aaaatttcta cattagcttt aagtgttcag attaacactt ttgaaatttt tgtagctttt 1560
agctgattaa ttagaaaaat taatatttca gtgaaagttt taaattatca ttatttattt 1620
ttttaaatga gaggggaaag ctgaaattcc ttgttaagac acaaggaaaa agaatggccc 1680
tactattatc atgcaaaaat gctttgttgg cacctcagat taatcatata atagctatag 1740
tctecttecage atttgtttaa attttagaaa acctgtataa attactggtg cataacttaa 1800
agattattct gecctttgget aattgagtaa ttccccteca gecactagaga ccgctcagtg 1860
ctcttactag atgaactcag taacgccttg agetgggttg attgaggatg tgtgaaaagc 1920
tcacagagcce cgatgcctge tgctatttca cggcaatgag cctttttctt tetacactga 1980
agattttctt cttatttaat gtggtttatt ttgggctcag aaataattgc tcectgttgaaa 2040
ataatccttt gtcagaaaag aaggtagcta ccacatcatt ttgaaaggac catgagcaac 2100
tataagcaaa gccataagaa gtggtttgat cgatatatta ggggtagctc ttgattttgt 2160
taacattaag ataaggtgac tttttcccce tgcttttagg attaaaatca aagatacttce 2220
tatattttta tcactataga tcatagttat tatacaatgt agtgagtcct gcatgggtac 2280
tcgatgtgta atgaaacctyg aaataataag ataataagaa aagcaataat tttctaaagc 2340
tgtgctgtcg gtgatacaga gacgatactc aaattataat aaaactcttc attttgtgaa 2400
ttatagaagc tactttttat aaagccatat ttttttaggg aaactaagga gtgacataga 2460
actgatgaat gagcaaaagt aagttttgct ggatttttgt agaactctgg acgttgagga 2520

ttcattatgc tgtggttaac tttaaatatt tttgaattcc aaatatctga attaatgagc 2580
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cttgtgttta caaatatgtg ccattgtgca acatcggtgg attttctaaa aataatgtaa

atgtcttecta ttaaatgttg agtgcaataa aatccagaa

<210> SEQ ID NO 125
<211> LENGTH: 1279
<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 125

geggecegegt cgacatgcag

tttgttttgt tttactttag

gataaagaga caaagcatgg

tcattcttca cgtggtttat

gtttggtttg atcttgttga

gatggtgatg gagattttga

gtagccaaga gaaaaactaa

gagaaagaga aacctgagte

aaagaggatyg tccgaaagga

cctaagggta aaaaggacag

aaggaaaata ggaaaaaatc

gacaaagatg acagaaagga

aatacccaga aaagaaacgg

ccagattgca gtttgttaca

gtgtgtaaat tagccattga

aaatataccyg tctcatactt

gtaataactt ctatttattg

catgaatttt tatggattaa

gattttaaat gttaccctgt

agggagatgyg atttgctegt

tctttegtgyg acaccteccee

cagcectece gcagecttt

<210> SEQ ID NO 126

<211> LENGTH: 5119
<212> TYPE: DNA

tgtgcctaaa

catttattat

aggacacaag

ggtgattgca

ctatgaggaa

tgtggatgat

ggctaaagtt

aaggaaggaa

taagaaaatt

agaaaaagag

aacaaatatg

aagtagaagt

ctaaagctct

aaaaagcatg

atgtatcatt

ctaaatgtaa

atcatttatt

tatattgaat

gcataatgce

tgttttctte

aggctcatgt

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 126

cceccagecge atgacgegeg

geegegeget gggggtggge

acgcggecce cccegeggeag

getgecatgt ctecggggaa

¢ggaggagga ggcgaaggag

acggegggge ccgattegeg

geggegeggg aggegegget

ctgetgetge tgctgegect

gaggaggcag
geegeteget
cegegetagyg
geceggggedg
acggcaggag
cgteegggge
gecteegege

gggccagate

acctgecage
tcatggattg
aatgggagga
ttgctgggeyg
gttctaggaa
gccaaagttt
aaagaactca
agtaagaatg
getgatgeag
aaagtggacc
aaggatgttt
tctaccagat
ggcatcatca
gaaaatgtaa
ggtgcttage
aaacatttta
gatcatgtat
actttcattg
ttgtaacttt
cctecttece

gccaccacct

cgggacgagc

cegececgeyg

ctceggegty

dgcggagcegy

gcggcegacga

acgttccagg

tegeceggge

ctgtgegeag

agtacttttyg
aagaaatcaa
aaggcggact
tctggacatce
aactaggaat
tattagaagg
ctaaagaaga
aagagagaaa
acctatccag
tagaaaaaag
ctagtaaaat
atgcacactt
tcccagaaca
tattgctcetyg
aagtaaatta
aaaatgtcac
tcagataaat
acgttaaata
ttcaagtatg
cttectgett

tcectectet

gegggageey
aagcccctge
tggeegegge
ggacgaggeyg
cggtgecegy
gegegegggy
thgCtgggC

gtggcaccce

agttttetetet

aatggctgaa

ctcaggaact

tgtagctgte

ctatgatget

acccagtggyg

gctcaagaag

aaaggggaag

gaaggagtct

tgctaaaacc

ggcatccega

aacaaaggga

tggtcatgtt

attggtgagg

cctgaaattt

agaatatgat

gtatatgtat

agaatattaa

ctaaatactce

cecetgtttte

ccageectee

ggaccgggta

gcgctcaggg

cgecegecgece

gaccggctgg

gCthggCgC

catgaagccg

getgeegetyg

tagtccaatt

2640

2679

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1279

60

120

180

240

300

360

420

480
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cctgaccctt cagtagcaac tgttgccaca ggggaaaatg gcataacgca gatcagcagt 540
acagcagaat cctttcataa acagaatgga actggaacac ctcaggtgga aacaaacacc 600
agtgaggatg gtgaaagctc tggagccaac gatagtttaa gaacacctga acaaggatct 660
aatgggactg atggggcatc tcaaaaaact cccagtagca ctgggcccag tcctgtgttt 720
gacattaaag ctgtttccat cagtccaacc aatgtgatct taacttggaa aagtaatgac 780
acagctgett ctgagtacaa gtatgtagta aagcataaga tggaaaatga gaagacaatt 840
actgttgtge atcaaccatg gtgtaacatc acaggcttac gtccagcgac ttcatatgta 900
ttctecatca ctccaggaat aggcaatgag acttggggag atcccagagt cataaaagte 960
atcacagagc cgatcccagt ttctgatcte cgtgttgecce tcacgggtgt gaggaaggct 1020
gctetectect ggagcaatgg caatggcact gectecctgec gggttcettcet tgaaagcatt 1080
ggaagccatg aggagttgac tcaagactca agacttcagg tcaatatctc gggcctgaag 1140
ccaggggttc aatacaacat caacccgtat cttctacaat caaataagac aaagggagac 1200
cecttgggea cagaaggtgg cttggatgece agcaatacag agagaagccyg ggcagggage 1260
cccaccgecce ctgtgcatga tgagtceccte gtgggacctg tggacccatce ctcececggccag 1320
cagtcccgag acacggaagt cctgcttgte gggttagage ctggcacceg atacaatgcece 1380
accgtttatt cccaagcagc gaatggcaca gaaggacage cccaggccat agagttcagg 1440
acaaatgcta ttcaggtttt tgacgtcacc gctgtgaaca tcagtgccac aagcctgacce 1500
ctgatctgga aagtcagcga taacgagtcg tcatctaact atacctacaa gatacatgtg 1560
gcgggggaga cagattctte caatctcaac gtcagtgage ctcecgegetgt catcccegga 1620
ctccgceteca gecacctteta caacatcaca gtgtgtectg tecctaggtga catcgagggce 1680
acgccgggcet tectceccaagt gcacacccce cctgttecag tttcetgactt ccgagtgaca 1740
gtggtcagca cgacggagat cggcttagca tggagcagcc atgatgcaga atcatttcag 1800
atgcatatca cacaggaggg agctggcaat tctcgggtag aaataaccac caaccaaagt 1860
attatcattg gtggcttgtt ccctggaacc aagtattgct ttgaaatagt tccaaaagga 1920
ccaaatggga ctgaaggggc atctcggaca gtttgcaata gaactgttcc cagtgcagtg 1980
tttgacatcc acgtggtcta cgtcaccacc acggagatgt ggctggactg gaagagccct 2040
gacggtgctt ccgagtatgt ctaccattta gtcatagagt ccaagcatgg ctctaaccac 2100
acaagcacgt atgacaaagc gattactctc cagggcctga ttccgggcac cttatataac 2160
atcaccatct ctccagaagt ggaccacgtc tggggggacc ccaactccac tgcacagtac 2220
acacggccca gcaatgtgte caacattgat gtaagtacca acaccacagc agcaacttta 2280
agttggcaga actttgatga cgcctctcce acgtactect actgeccttet tattgagaag 2340
gctggaaatt ccagcaacgc aacacaagta gtcacggaca ttggaattac tgacgctaca 2400
gtcactgaat taatacctgg ctcatcatac acagtggaga tctttgcaca agtaggggat 2460
gggatcaagt cactggaacc tggccggaag tcattctgta cagatcctgce gtccatggece 2520
tcettegact gegaagtggt ccccaaagag ccagccctgg ttctcaaatg gacctgeccect 2580
cctggegeca atgcaggcett tgagctggag gtcagcagtg gagcctggaa caatgcgacce 2640
cacctggaga gctgctcecte tgagaatgge actgagtata gaacggaagt cacgtatttg 2700
aatttttcta cctcgtacaa catcagcatc accactgtgt cctgtggaaa gatggcagcce 2760
cccaccegga acacctgcac tactggcatce acagatcccce ctcectceccaga tggatccect 2820
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aatattacat ctgtcagtca caattcagta aaggtcaagt tcagtggatt tgaagccagc 2880
cacggaccca tcaaagccta tgctgtcatt ctcaccaccg gggaagctgg tcacccttet 2940
gcagatgtcc tgaaatacac gtatgacgat ttcaaaaagg gagcctcaga tacttatgtg 3000
acatacctca taagaacaga agaaaaggga cgttctcaga gcttgtctga agttttgaaa 3060
tatgaaattg acgttgggaa tgagtcaacc acacttggtt attacaatgg gaagctggaa 3120
cctetggget cctaccggge ttgtgtggcet ggcttcacca acattacctt ccaccctcaa 3180
aacaaggggc tcattgatgg ggctgagagce tatgtgtect tcagtcgcta ctcagatget 3240
gtttecttge cccaggatce aggtgtcatce tgtggagcgg tttttggetg tatctttggt 3300
gccectggtta ttgtgactgt gggaggcettce atcttcectgga gaaagaagag gaaagatgca 3360
aagaataatg aagtgtcctt ttctcaaatt aaacctaaaa aatctaagtt aatcagagtg 3420
gagaattttg aggcctactt caagaagcag caagctgact ccaactgtgg gttcgcagag 3480
gaatacgaag atctgaagct tgttggaatt agtcaaccta aatatgcagc agaactggct 3540
gagaatagag gaaagaatcg ctataataat gttctgccct atgatatttc ccgtgtcaaa 3600
ctttcggtcece agacccattc aacggatgac tacatcaatg ccaactacat gecctggctac 3660
cactccaaga aagattttat tgccacacaa ggacctttac cgaacacttt gaaagatttt 3720
tggcgtatgg tttgggagaa aaatgtatat gccatcatta tgttgactaa atgtgttgaa 3780
cagggaagaa ccaaatgtga ggagtattgg ccctccaage aggctcagga ctatggagac 3840
ataactgtgg caatgacatc agaaattgtt cttccggaat ggaccatcag agatttcaca 3900
gtgaaaaata tccagacaag tgagagtcac cctctgagac agttccattt cacctcetgg 3960
ccagaccacg gtgttcccga caccactgac ctgctcatca acttccggta cctegttegt 4020
gactacatga agcagagtcc tcccgaatcg ccgattctgg tgcattgcag tgctggggtce 4080
ggaaggacgg gcactttcat tgccattgat cgtctcatct accagataga gaatgagaac 4140
accgtggatg tgtatgggat tgtgtatgac cttcgaatgce ataggccttt aatggtgcag 4200
acagaggacc agtatgtttt cctcaatcag tgtgttttgg atattgtcag atcccagaaa 4260
gactcaaaag tagatcttat ctaccagaac acaactgcaa tgacaatcta tgaaaacctt 4320
gcgeccgtga ccacatttgg aaagaccaat ggttacatcg cctaattcca aaggaataac 4380
ctttetggag tgaaccagac cgtcgcaccce acagcgaagg cacatgccce gatgtcgaca 4440
tgtttttata tgtctaatat cttaattctt tgttctgttt tgtgagaact aattttgagg 4500
gcatgaagct gcatatgata gatgacaaat tggggctgtce gggggctgtg gatgggtggg 4560
gagcaaatca tctgcattce tgatgaccaa tgggatgagg tcactttttt tttttteccce 4620
cttgaggatt gcggaaaacc aggaaaaggg atctatgatt tttttttcca aaacaatttce 4680
ttttttaaaa agactatttt atatgattca catgctaaag ccaggattgt gttgggttga 4740
atatatttta agtatcagag gtctattttt acctactgtg tcttggaatc tagccgatgg 4800
aaaataccta attgtggatg atgattgcgce agggaggggt acgtggcacc tcecttccgaat 4860
gggttttcta tttgaacatg tgccttttcect gaattatget tceccacaggca aaactcagta 4920
gagatctata tttttgtact gaatctcata attggaatat acggaatatt taaacagtag 4980
cttagcatca gaggtttgct tcecctcagtaa catttctgtt ctcatttgat caggggaggce 5040
ctetttgece cggcecccget teccecctgece ccgtgtgatt tgtgctcecat tttttettee 5100

cttttececte ccagtttte 5119
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<210> SEQ ID NO 127
<211> LENGTH: 4009
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 127
gagtccggaa gegectgege gegetectee gtacgagaac tagttttgtt cegtgcccte 60
tggactggaa ccttttggag agaaccccceg gecaggaccaa ccccgcaccee gccagcaccyg 120
cggcaatgte cagcaatagt tttccttaca atgagcagte cggaggaggyg gaggcgacgg 180
agctgggtca ggaggcgacce tcaaccattt cececteggyg ggecttegge ctcetttagea 240
gcgatttgaa gaagaatgaa gatctaaagc aaatgttaga gagcaacaaa gattctgcta 300
aactggatgc tatgaagcgg attgttggga tgattgcaaa agggaaaaat gcatctgaac 360
tgtttectge tgttgtgaag aatgtggeca gtaaaaatat tgagatcaag aagttggtat 420
atgtttacct ggttcgatat gctgaagaac agcaggatct tgcactcctyg tccataagca 480
cttttcageg agctctgaag gacccaaacce aactaatteg tgcaagceget ttgagagtte 540
tgtcaagtat tagagtgcca attattgtac ctatcatgat gettgctatt aaggaagcett 600
ctgctgactt atcaccatat gttaggaaga atgcagccca tgcaatacaa aaattataca 660
gecttgatee agagcagaag gaaatgttaa ttgaagtaat tgaaaaactt ctgaaagata 720
aaagcacatt ggtagctggce agtgttgtga tggettttga agaagtatgce ccggacagaa 780
tagatctgat tcataaaaat taccgcaagce tatgtaactt actagtggat gttgaagagt 840
gggggcaggt tgtcataatc cacatgctaa ctcgatatge teggacacag tttgtcagec 900
cttggaaaga gggtgatgaa ttagaagaca atggaaagaa tttctacgaa tctgatgatg 960
atcagaagga aaagactgac aaaaagaaga agccgtatac tatggatcca gatcatagac 1020
tcttaattag aaatacaaag cctttgcttc agagcaggaa tgctgeggtg gttatggcag 1080
ttgctcagect gtattggcac atatcaccaa aatctgaagc tggcataatt tctaaatcac 1140
tagtgcgttt acttcgtagce aatagggagg tgcagtatat tgtcctacaa aatatagcaa 1200
ctatgtcaat tcaaagaaag gggatgtttg aaccttatct gaagagtttc tatgttaggt 1260
caactgatcc aactatgatc aagacactga agcttgaaat tttgacaaac ttggcaaatg 1320
aagccaacat atcaactctt cttcgagaat ttcagaccta tgtgaaaagc caggataaac 1380
aatttgcagc agccactatt cagactatag gcagatgtgc aaccaacatc ttggaagtca 1440
ctgacacgtg cctcaatggce ttggtctgte tgctgtccaa cagggatgaa atagttgttg 1500
ctgaaagtgt ggttgttata aagaaattac tgcaaatgca acctgcacaa catggtgaaa 1560
ttattaaaca tatggccaaa ctcctggaca gtatcactgt tecctgttgcet agagcaagta 1620
ttectttggct aattggagaa aactgtgaac gagttcctaa aattgcecccct gatgttttga 1680
ggaagatggc taaaagcttc actagtgaag atgatctggt aaaactgcag atattaaatc 1740
tgggagcaaa attgtattta accaactcca aacagacaaa attgcttacc cagtacatat 1800
taaatctcgg caagtatgat caaaactacg acatcagaga ccgtacaaga tttattaggc 1860
agcttattgt tccgaatgta aagagtggag ctttaagtaa atatgccaaa aaaatattcc 1920
tagcacaaaa gcctgcacca ctgcttgagt ctecttttaa agatagagat catttccagce 1980
ttggcacctt atctcatact ctcaacatta aagctactgg gtacctggaa ttatctaatt 2040
ggccagaggt ggcgcccgac ccatcagttc gaaatgtaga agtaatagag ttggcaaaag 2100
aatggacccce agcaggaaaa gcaaagcaag agaattctgce taagaagttt tattctgaat 2160
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ctgaggaaga ggaggactct tctgatagta gcagtgacag tgagagtgaa tctggaagtg 2220
aaagtggaga acaaggcgaa agtggggagg aaggagacag caatgaggac agcagtgagg 2280
actcctcecag tgagcaggac agtgagagtg gacgggagte aggcctagaa aacaaaagaa 2340
cagccaagag gaactcaaaa gccaaaggaa aaagtgatte tgaagatggyg gagaaggaaa 2400
atgaaaaatc taaaacttca gattcttcaa atgacgaatc tagttcaata gaagacagtt 2460
cttccgatte tgaatcagag tcagaacctg aaagtgaatc tgaatccaga agagtcacta 2520
aggagaaaga aaagaaaaca aagcaagata gaactcctct taccaaagat gtttcacttce 2580
tagatctgga tgattttaac ccagtatcca ctccagttgce acttcccaca ccagctettt 2640
ctccaagttt gatggctgat cttgaaggtt tacacttgtc aacttcctcet tcagtcatca 2700
gtgtcagtac tcctgcattt gtaccaacga aaactcacgt gctgcttcat cgaatgagtg 2760
gaaaaggact agctgcccat tatttctttc caagacagcc ttgcattttt ggtgataaga 2820
tggtctctat acaaataaca ctgaataaca ctactgatcg aaagatagaa aatatccaca 2880
taggggaaaa aaaacttcct ataggcatga aaatgcatgt ttttaatcca atagactctce 2940
ttgagcctga gggatccatt acagtttcaa tgggtattga cttttgtgat tcectactcaga 3000
ctgccagttt ccagttgtgt accaaggatg attgcttcaa tgttaatatt cagccacctg 3060
ttggagaact gcttttacct gtggccatgt cagagaaaga ttttaagaaa gagcaaggag 3120
tgctaacagg aatgaatgaa acttctgctg taatcattgc tgcaccacag aatttcactce 3180
cctectgtgat ctttcagaag gttgtaaatg tagccaatgt aggtgcagte ccttcetggece 3240
aggataatat acacaggttt gcagctaaaa ctgtgcacag tgggtcattg atgctagtca 3300
cagtggaact gaaggaaggc tctacagccce agcttatcat aaacactgag aaaactgtga 3360
ttggctetgt tectgctgegyg gaactgaage ctgtcecctgte tcaggggtaa cctgcttaca 3420
tctggacttt agaatctggc acacaacaaa agtgcctggce atccactact getgecttte 3480
atttataata atagcccttc catctggcag tgggggtaga atacactctt gacattcecttg 3540
tctectgett tagaatgcta gtgtgtatct atcatgtatg caatacttte cccctttttg 3600
ctttgctaac caaagagcat atattttact gtcagttgtc tcaactcttg aatccatgtg 3660
gcgttttete tgtecctgetg cttettttgg cctectegtt ttecttetet ttttegacaa 3720
tggtagacat gaatgagata tttaaagttc attggaaatc ttcttcccta cagcagtaag 3780
caaaaattag caaagagata gtctaaatgg cctctcaget tggtatgtga aaatgagatc 3840
acatactttt taaatccaaa tacaaaagca tagtctctgc aagattttgt tcectttgaatt 3900
tcttgatatt gtaattgatt attgataact gtcatcatga aattatctct caataataag 3960
ataaataaac tagcatatga atcataaaaa aaaaaaaaaa aaaaaaaaa 4009
<210> SEQ ID NO 128

<211> LENGTH: 3863

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 128

gagatggaga ctcgetetgt cacccagget ggagtgcaat ggtgagatct cggetcactg 60
caacctccac ctectgggtt caggegatte teetgectece caatcctagt agetgggagt 120
atcaggtgag tcgcagcccee aacgcacgcece cggcataatt tttttatttt tagtcgagac 180
gggtttcace acgttggcca ggatggtcte gaactcctga cctcaggtga tccaccegec 240

tcggectece aaagcactgg gattacagge gtgagccace gegeceggece tccatatcca 300
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ttcttgggaa cacttgttge ttagctgaac ggagcccgca tcctgctgtyg geggeactceg 360
cececeggtget ggtctgagca gacgcectccet ttcetettgeca gaagaagtaa gtgaggaaga 420
aatgagtgaa gatgaagaac gagaaaatga aaaccacctc ttggttgttc cagagtcacg 480

gttcgaccga gattcecegggg agagtgaaga agcagaggaa gaagtgggtyg agggaacgec 540

gcagagcagce gccctgacag agggcgacta tgtgcccgac tecectgecce tgtegeccat 600
cgagctcaag caggagctge ccaagtacct geeggeectg cagggetgee ggagegtega 660
ggagttccag tgcctgaaca ggatcgagga gggcacctat ggagtggtet acagagcaaa 720
agacaagaaa acagatgaaa ttgtggctct aaageggetg aagatggaga aggagaagga 780
gggctteceg atcacgtcege tgagggagat caacaccatce ctcaaggecce agecatcccaa 840
catcgtcace gttagagaga ttgtggtggg cagcaacatg gacaagatct acatcgtgat 900
gaactatgtyg gagcacgacc tcaagagcct gatggagacc atgaaacagce ccttectgec 960

aggggaggtyg aagaccctga tgatccaget getgegtggg gtgaaacacce tgcacgacaa 1020
ctggatcctg caccgtgacce tcaagacgtc caacctgcetg ctgagccacg ccggcatcect 1080
caaggtgggt gacttcgggc tggcgcggga gtacggatcc cctctgaagg cctacacccce 1140
ggtcgtggtyg accctgtggt accgcgeccce agagctgctg cttggtgcca aggaatactce 1200
cacggcegtg gacatgtggt cagtgggttg catcttcecggg gagctgctga ctcagaagcece 1260
tctgttecce gggaagtcag aaatcgatca gatcaacaag gtgttcaagg atctggggac 1320
ccectagtgag aaaatctgge ccggctacag cgagctcecca gcagtcaaga agatgacctt 1380
cagcgagcac ccctacaaca acctccgcaa gegetteggg getcectgetet cagaccaggg 1440
cttcgacctce atgaacaagt tcecctgaccta cttecceggg aggaggatca gegctgagga 1500
cggcctcaag catgagtatt tcecgcgagac ccccectecce atcgacccecet ccatgttece 1560
cacgtggcce gccaagagceg agcagcageg tgtgaagegyg ggcaccagece cgaggeccce 1620
tgagggaggce ctgggctaca gecagetggg tgacgacgac ctgaaggaga cgggcettcca 1680
ccttaccacce acgaaccagg gggcctetge cgegggecce ggcttcagece tcaagttcetg 1740
aaggtcagag tggaccccgt catggggaga actcagcegg gaccacaggce gtggctactg 1800
cggctggagce tgcgatgaga ctcggaactc ctegtcttac tttgtgctee atgttttgtt 1860
tttgtatttt ggtttgtaaa tttgtagaat taaatcattt tccttgtaaa cccgaattcg 1920
ggaccatcac agtttgatta gcctcagect caagagctgg cacatgecttg tgaacttgtg 1980
ctttcatatt ttcctaacct gtgtgctctt tgtgggagga ataacccaga ctaggaatgc 2040
cagcatctgce caagcagttg ggataattct tcactattcc acccttgcca cagtactatg 2100
ggtaggagtyg acagctcgaa atatctacaa acaagtcact aaaaaagcta aaagatgcca 2160
ggatcctgat gaaccaccac ctccaccaag accaatgctc agattttacc tgattggtgg 2220
tggtatccce atcattgttt geggcataac tgcaggcagce gaacattaag aattacggca 2280
gtcggccaaa cgcaccctat tgctggatgg catgggaacc ctceccttggga gcecttctatg 2340
ggccagccag cttcagcact tttgtaaact gcatgtactt tctgagcata tttattcagt 2400
tgaaaagaca ccctgagcge aaatatgage ttaaggagec cactggccag caacagagat 2460
tggcatgcca atgaaaatgg cgaaataaat catcaggaaa tcatttcttt gtctctgatt 2520
tctacatcag ccttggaaaa tgagcacact tttcattcectc agctcttggg gecagcectta 2580

ctttgctett atatgttgca ctgtggatgt ttggggettt ggctgtttet ttgtattacce 2640
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ctttggactt ggtttttage ttecgtttttg gagccacaag tttaagcttce agtgcattct 2700
tcatggtcca ccattgtgtt aatagggagg atcttagact tgcgtggatc atgacttget 2760
gcccaggacg gagctcecgtat tcagtgcaag tcaacgtcca gecccccaac tctaatggga 2820
cgaatggaga ggcacccaaa tgccccaata gcagtgcgga gtcttcatge acaaacaaaa 2880
gtgattcaag cttcaaaatt cctcccaggg ctgcaaatta acaaacttgc aggcggctge 2940
agctcagtgce catgccaatt ctttaccttt gaactccacc cctcagcecttg ataatagtcet 3000
gacagaacat tcaatggaca atgatattaa aatgcacgct ggcgccttta gaagttcagt 3060
ttcgaacaaa tgtgcactca agccgccacce ataaaaacag aagtaaagga caccgggcaa 3120
geegactcac agtcctgaga gaatatgect acgatgtcce aacgagegtyg gaaggaageg 3180
tgcagaacgg cttacctaaa agccggetgg gcaataacga aggacactcyg aggagccgaa 3240
gagcttattt agectacaga gagagacagt acaacccacc ccagcaagac agcagcgatg 3300
cttgtagcac acttcccaaa agtagcagaa attttgaaaa gccagtttca accactagta 3360
aaaagatgcg ttaagggaag ccagctgtgg ttgaacttca aaatcagcaa aaatcttatg 3420
gcctcaactt ggccattcag aatggaccaa ttaaaagcaa tgggcaggag ggacccttge 3480
tcggtaccga tagcactggc aatgttacca ctggattatg gaaacacgaa actactgtgt 3540
aacattgctg ggcttcctag gcagaaattc atataaactg tgatactcac attccttgaa 3600
gctatgagca tttaaaaact gtttacagcc accataggga ttcaaaagaa tttggaataa 3660
actttgaagt tttggatttt acttattttt atccccaaat tgttgctatt ttttaggatc 3720
tgaaacaaaa tctttctaaa acattgtttt agttgtcaaa gcaccaacag gacattttgg 3780
gatgtgaaat gtaatttctt ggaatctgta atttgtactt aatatttcag gcttgtattt 3840
aatataataa ataggtgttt gtt 3863
<210> SEQ ID NO 129

<211> LENGTH: 2165

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 129

aaatgactct aatctggaga catttgctga gaccettgtg cetggtcact tcegetccca 60
ggatccttga gatgcatccet ttectgagee taggtactte ccggacatca gtaaccaagce 120
tcagtcttca tacaaagccce agaatgecte catgtgactt catgectgaa agataccagt 180
cecttggeta caaccgtgte ctggaaatce acaaggaaca tcetttetect gtggtgacgg 240
catatttcca gaaacccctg ctgctecace aggggcacat ggagtggete tttgatgetg 300
aaggaagcag atacctggat ttetttteeg ggattgttac tgtcagtgtt ggecattgece 360
acccaaaggt gaatgcagtg gcacaaaage ageteggeeg cetgtggeat acaagcacceg 420
tcttetteca cectecaatg catgaatatg cagagaaget tgcegecactt cttectgage 480
ctcttaaggt cattttettg gtgaacagtg getcagaage caatgagetg gcecatgetga 540
tggccaggge gcactcaaac aacatagaca tcatttettt cagaggagece taccatggat 600
gcagtcctta cacacttgge ttgacaaacyg tagggaccta caagatggaa cteecetggtg 660
ggacaggttyg ccaaccaaca atgtgtccag atgttttteg tggcccttgg ggaggaagec 720
actgtcgaga ttctecagtg caaacaatca ggaagtgcag ctgtgcacca gactgetgece 780
aagctaaaga tcagtatatt gagcaattca aagatacget gagcacatct gtggccaagt 840

caattgctgyg atttttegea gaacctatte aaggtgtgaa tggagttgte cagtacccaa 900
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aggggtttet aaaggaagcc tttgagetgg tgcgagcaag gggaggcegtyg tgcattgcag 960
atgaagtgca gacaggattt ggaaggttgg gctctcactt ctggggcttce caaacccacg 1020
atgtcctgece tgacattgtce accatggcta aagggattgg gaatggcttt cccatggcag 1080
cagtcataac cactccagag attgccaaat ctttggcgaa atgcctgcag cacttcaaca 1140
cctttggagg gaaccccatg gectgtgceca ttggatctge tgtgcttgag gtgattaaag 1200
aagaaaatct acaggaaaac agtcaagaag ttgggaccta catgttacta aagtttgcta 1260
agctgcggga tgaatttgaa attgttggag acgtccgagg caaaggtctce atgataggca 1320
tagaaatggt gcaggataag ataagctgtc ggcctcttecce ccgtgaagaa gtaaatcaga 1380
tccatgagga ctgcaagcac atgggactcce tcgttggcag aggcagcatt ttttctcaga 1440
catttcgcat tgcgccctca atgtgcatca ctaaaccaga agttgatttt gcagtagaag 1500
tatttcgttc tgccttaacc caacacatgg aaagaagagc taagtaacat tgtcagaaat 1560
aaataaaacc acaagtctca agaatttgcc acgtatgttc aagggtgaat ttgaagaatt 1620
tcagaaccac tggtatccag agaaagcctg cagctctceca caggagctgt aaaagtcatg 1680
gttgactgcc taccaaccat atttgttagc agagccccte ttatcttgag aactccattce 1740
ttcagggaaa ggatctcecct agctcagaga ataaatccta attagtttat gttaggtatg 1800
gtaatttgat tccecctttge agtgattggt ttatgcatga atatgtgatg tatttttgtce 1860
cagtgaatct tgaagaaaaa tcttttggtg gaggtgcctt cagggaaagt tttcttcacc 1920
ctcactcttc agttcaagaa gagatgtctt cttgttgege tgagaacacc atatgttcat 1980
gacgagattc ctggcaccat gtcagccggce ttgtagtcat gaggacaacc ctttttggtg 2040
aggttggaag atggatggaa gccaagtgct tagtgatgtc aaagaagcac tcacttaagc 2100
attcctggag ccaccctacce tcagggecte ttgatatttg aggtaataaa ttcattgttce 2160
tgtat 2165
<210> SEQ ID NO 130

<211> LENGTH: 2279

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 130

aggtggagcee ttttttgctce acggcagcaa gttcccttet cetttetete ccceggegge 60
gtgtgcattyg gctcttcaag ctgectgtge tgctcecegtgyg agtgaaaaag gcagggtgtyg 120
ctegeagact gtgctataaa ctgcaattte tatttggggt cctcacggag aagaacacca 180
ggaaagacag acaggaccag tgccatgggc cagctttget getttecttt ctcaagagat 240
gaaggaaaaa tcagtgaaaa gaacggaggg gagcccgatg acgctgaact agtaaggcetce 300
agtaagaggc tggtggagaa cgcggtgetce aaggctgtece agcagtatct ggaggaaaca 360
cagaataaaa acaagccggg ggaggggage tctgtgaaaa ccgaagcage tgatcagaat 420
ggcaatgaca atgagaacaa caggaaatga gcccggaacg caggccccca tgtctcetgtg 480
caaagcctee ctgctteect ctgctgagte tagggactga cttgcagegt getgtttaag 540
ttaagtttct ctggtgcaat ctgtgaagat tgcctaatac ttttcatgat cgatgtgttce 600
gcattgctga aacacaacag aagaaaaatg gagtgctggg actggcagag gaaattaatt 660
gatgaaagaa gaatggccca agtttcattc gecctcagec acgcacaagg gaaagggaac 720

tttgggttat gecctectgga cgcaaattaa aggccgagaa agaggecttg ccatcaatgg 780
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aatactgcca tttatattgce ttagcaggge atttgactac tttatctgag gccagaacte 840
tcacacacag ctatcaagtg ctaagtttaa aataatcact gttggaattg tcatctgtac 900
aattagtcca taatgtttca tgtttgtcct aagtgtgcetg ttgctatgca gtgtgatctt 960

tatttatagt aaattatgtt tcatgtaaat gatatatttt tggtgaaatg caaccttttc 1020
tataaaatgt gggcaacatt ttaaagtttt tttaaaatcc tattttgata agtcagtatg 1080
ccatatttaa tgaaatgtta ttatataatt tttttttcectt aggcaagaaa cctattggaa 1140
ttcgagactt aattaatgaa gctttgcatc gagaaacgat gggtctgaag tccaaagtga 1200
aacagataaa ggaactttta ttaaagcctg agactcaggc cagaattagg agggagcttt 1260
ttgaaggaag acttattaac aacagtaatt cagcaaatga cgttgatttc agcacaactt 1320
tgacataagc tctacattgc gattgtgaca acatagctta tgaaatcttt tcagcttatt 1380
aagtagctct ttggtaaaca ccaaagaagt ttctgatagt gtctgcacaa cagcaaacca 1440
acatttggtg aggaattagc aatttcttgc caaagaaaat tgattctgcc caattatttt 1500
ttgagctaca cttgtgtttt agaatatctg tttctgtaat attgagagtt attttataga 1560
aatgatttct taattagctg ttgtgagata tttctcgggt ccttgcagaa aaaaacatac 1620
agactgtgaa caaatcattc acaaacagaa taaaacagag ccaacaacag tattttaagg 1680
gtcacttgecce tcecctgttgac acaattgttg ctaaatcaaa agaagcgttg tccaggtgtg 1740
tctacatcta gtgttacttt taatgagaat ttgaatgttt attgaacaat agtacttgaa 1800
tgaacattta taaatgtaat tattgcgatc actggttaag aatgttttat atatccttat 1860
aatatttttc actgatcaaa atgttgttct gctttttcat ttcttaagga atacatgttt 1920
gggattttta ttttttacgt gtccgaagat aagctccagg tcecttatcgta tceccttgeca 1980
tctgaacttg tttgcactge ttectgtttga aagagcatct tgaaaaactt ccccggtatg 2040
atgattgttg gtaacaactt tttctatagt cattgatgga gtagatcatg atggagggga 2100
aatcactgga gatcaaatat gtaaaatcat ttcaaatata aaatccagtt tactcatgga 2160
ttttagctat tttttcactg ggtaaattat actacattta tttacaaatg agtttatgca 2220
ttttcatggce tcttaataaa catattgttt tcccttgaaa aaaaaaaaaa aaaaaaaaa 2279
<210> SEQ ID NO 131

<211> LENGTH: 2881

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 131

atccactcag gtctacaggce tcttagaact agaacttaga actttatctt gaaaatgtac 60
cactgttgca gaagctcctce acagagtatg tgtcaggcat ttttaacctyg ctaaaggcaa 120
gaagaagtgt tcaccacata gttgcaaagg tcttcaactt geccacagcca acagaaaaat 180
caaaatgatt gaaccctttg ggaatcagta tattgtggec aggccagtgt attctacaaa 240
tgcttttgag gaaaatcata aaaagacagg aagacatcat aagacatttc tggatcatct 300
caaagtgtgt tgtagctgtt ccccacaaaa ggccaagaga attgtcctet ctttgttcece 360
catagcatct tggttgccag cataccgget taaagaatgg ttgctcagtg atattgttte 420
tggtatcage acagggattg tggccgtact acaaggttta gcatttgete tgctggtcga 480
cattcceccca gtctatgggt tgtatgcatce ctttttecca geccataatct accttttett 540
cggcacttee agacacatat ccgtgggtcece gtttecgatt ctgagtatga tggtgggact 600

agcagtttca ggagcagttt caaaagcagt cccagatcge aatgcaacta ctttgggatt 660
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gectaacaac tcgaataatt cttcactact ggatgacgag agggtgaggg tggeggcegge 720
ggcatcagte acagtgcttt ctggaatcat ccagttgget tttgggattc tgeggattgg 780
atttgtagtg atatacctgt ctgagtcecct catcagtgge ttcactactg ctgetgetgt 840
tcatgttttyg gtttcccaac tcaaattcat ttttcagttg acagtccegt cacacactga 900
tccagtttca attttcaaag tactatactc tgtattctca caaatagaga agactaatat 960
tgcagacctg gtgacagctce tgattgtcct tttggttgta tccattgtta aagaaataaa 1020
tcagcgcettc aaagacaaac ttccagtgcce cattccaatc gaattcatta tgaccgtgat 1080
tgcagcaggt gtatcctacg gcectgtgactt taaaaacagg tttaaagtgg ctgtggttgg 1140
ggacatgaat cctggatttc agccccctat tacacctgac gtggagactt tccaaaacac 1200
cgtaggagat tgcttcggca tcgcaatggt tgcatttgca gtggcctttt cagttgccag 1260
cgtctattce ctcaaatacg attatccact tgatggcaat caggagttaa tagccttggg 1320
actgggtaac atagtctgtg gagtattcag aggatttgct gggagtactg ccctctecag 1380
atcagcagtt caggagagca caggaggcaa aacacagatt gctgggctta ttggtgccat 1440
catcgtgetg attgtcgtte tagccattgg atttctectg gegcectctac aaaagtccegt 1500
cctggcaget ttagcattgg gaaacttaaa gggaatgctg atgcagtttg ctgaaatagg 1560
cagattgtgg cgaaaggaca aatatgattg tttaatttgg atcatgacct tcatcttcac 1620
cattgtcctg ggactcgggt taggcctgge agctagtgtg gecatttcaac tgctaaccat 1680
cgtgttcagg acccaatttc caaaatgcag cacgctggct aatattggaa gaaccaacat 1740
ctataagaat aaaaaagatt attatgatat gtatgagcca gaaggagtga aaattttcag 1800
atgtccatct cctatctact ttgcaaacat tggtttecttt aggcggaaac ttatcgatgce 1860
tgttggcettt agtccacttc gaattctacg caagcgcaac aaagctttga ggaaaatccg 1920
aaaactgcag aagcaaggct tgctacaagt gacaccaaaa ggatttatat gtactgttga 1980
caccataaaa gattctgacg aagagctgga caacaatcag atagaagtac tggaccagcce 2040
aatcaatacc acagacctgc ctttccacat tgactggaat gatgatcttce ctctcaacat 2100
tgaggtccce aaaatcagcecc tccacagcect cattctcgac ttttcagcag tgtcectttet 2160
tgatgtttct tcagtgaggg gccttaaatc gattttgcaa gaatttatca ggatcaaggt 2220
agatgtgtat atcgttggaa ctgatgatga cttcattgag aagcttaacc ggtatgaatt 2280
ttttgatggt gaagtgaaaa gctcaatatt tttcttaaca atccatgatg ctgttttgca 2340
tattttgatg aagaaagatt acagtacttc aaagtttaat cccagtcagg aaaaagatgg 2400
aaaaattgat tttaccataa atacaaatgg aggattacgt aatcgggtat atgaggtgcc 2460
agttgaaaca aaattctaat caacatataa ttcagaagga tcttcatctg actatgacat 2520
aaaaacaact ttatacccag aaagttattg ataagttcat acattgtacg aagagtattt 2580
ttgacagaat atgtttcaaa ctttggaaca agatggttct agcatggcat atttttcaca 2640
tatctagtat gaaattatat aagtattcta aattttatat cttgtagctt tatcaaaggg 2700
tgaaaattat tttgttcata catatttttg tagcactgac agatttccat cctagtcact 2760
accttcatgce ataggtttag cagtatagtg gcgccactgt tttgaatctc ataatttata 2820
caggtcatat taatatattt ccattaaaaa atcagttgta cagtgaaaaa aaaaaagaaa 2880
a 2881

<210> SEQ ID NO 132
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<211> LENGTH: 2832
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 132
aggaagctga accatctatc tccagaaatg tcttcagaaa gtaaagagca acataacgtt 60
tcacccagag actcagctga aggaaatgac agttatccat ctgggatcca tctggaactt 120
caaagggaat caagtactga cttcaagcaa tttgagacca atgatcaatg cagaccttat 180
cataggatce ttattgagcg tcaagagaaa tcagatacaa acttcaagga gtttgttatt 240
aaaaagctgce agaagaattg ccagtgcagt ccagccaaag ccaaaaatat gattttaggt 300
ttecttectyg ttttgcagtyg getcccaaaa tacgacctaa agaaaaacat tttaggggat 360
gtgatgtcag gcttgattgt gggcatatta ttggtgecce agtccattge ttattccctg 420
ctggectggee aagaacctgt ctatggtetg tacacatctt tttttgccag catcatttat 480
tttctettgg gtacctceeeg tcacatctcet gtgggcattt ttggagtact gtgecttatg 540
attggtgaga cagttgaccg agaactacag aaagctggcet atgacaatgce ccatagtgcet 600
ccttecttag gaatggtttc aaatgggage acattattaa atcatacatc agacaggata 660
tgtgacaaaa gttgctatgc aattatggtt ggcagcactyg taacctttat agctggagtt 720
tatcaggtag cgatgggctt ctttcaagtg ggttttgttt ctgtctacct ctcagatgcece 780
ttgctgagtyg gatttgtcac tggtgectece ttcactatte ttacatctca ggccaagtat 840
cttettggge tcaaccttcee tcggactaat ggtgtggget cactcatcac tacctggata 900
catgtcttca gaaacatcca taagaccaat ctectgtgate ttatcaccag ccttttgtge 960
cttttggttc ttttgccaac caaagaactc aatgaacact tcaaatccaa gcttaaggca 1020
ccgattecta ttgaacttgt tgttgttgta gcagccacat tagcctctca ttttggaaaa 1080
ctacatgaaa attataattc tagtattgct ggacatattc ccactgggtt tatgccaccc 1140
aaagtaccag aatggaacct aattcctagt gtggctgtag atgcaatagc tatttccatce 1200
attggttttg ctatcactgt atcactttct gagatgtttg ccaagaaaca tggttacaca 1260
gtcaaagcaa accaggaaat gtatgccatt ggcttttgta atatcatccc tteccttette 1320
cactgtttta ctactagtgc agctcttgca aagacattgg ttaaagaatc aacaggctgc 1380
catactcagce tttctggtgt ggtaacagcc ctggttcettt tgttggtcct cctagtaata 1440
gctecectttgt tectattccct tcaaaaaagt gtccttggtg tgatcacaat tgtaaatcta 1500
cggggagccce ttcgtaaatt tagggatctt cccaaaatgt ggagtattag tagaatggat 1560
acagttatct ggtttgttac tatgctgtce tctgcactgce taagtactga aataggccta 1620
cttgttgggg tttgttttte tatattttgt gtcatcctecce gecactcagaa gccaaagagt 1680
tcactgcttg gecttggtgga agagtctgag gtctttgaat ctgtgtctge ttacaagaac 1740
cttcagacta agccaggcat caagattttc cgctttgtag cccctcectcta ctacataaac 1800
aaagaatgct ttaaatctgc tttatacaaa caaactgtca acccaatctt aataaaggtg 1860
gcttggaaga aggcagcaaa gagaaagatc aaagaaaaag tagtgactct tggtggaatc 1920
caggatgaaa tgtcagtgca actttcccat gatcccttgg agctgcatac tatagtgatt 1980
gactgcagtg caattcaatt tttagataca gcagggatcc acacactgaa agaagttcgce 2040
agagattatg aagccattgg aatccaggtt ctgctggctc agtgcaatcce cactgtgagg 2100
gattccctaa ccaacggaga atattgcaaa aaggaagaag aaaaccttct cttctatagt 2160
gtgtatgaag cgatggcttt tgcagaagta tctaaaaatc agaaaggagt atgtgttccce 2220



US 7,575,928 B2
193 194

-continued

aatggtctga gtcttagtag tgattaattg agaaggtaga tagaagaatg tctagccaat 2280
aggttaaaat ttcaagtgtc caacatttcc cagttccaca gtgggaaatt ttgcacactt 2340
gaaattttaa ccaagtggct agatattatt cctcctttga agctaatggc atttgtatat 2400
acacactgca gcagagcttg tagctggaca gagtcaaaaa gaagaaaata cggtttcagg 2460
ctttcttgca gatatgaagt attcttggaa tgcaataagt atgtattgaa ctgtactgta 2520
aagtagctcc aaaacttaat tactctecctg ttttaggggt tatacatttg gactgtgcat 2580
tctccaagag atgaagcggt gaagttggga tttacattgg aagtgctgta gacttcettta 2640
tgtggctcag tggagagagg gaaagaatgt tgcacctgct ctagtaccat aggtcaagag 2700
gcttetggat cacaaagtca taactagaca ggtttgttet tgtagttttce tatccccagt 2760
ctttgctecece cagatggcag tagtttttag taggaaagtg ccattcctgt ccttaaggca 2820
cagtctcatce ag 2832
<210> SEQ ID NO 133

<211> LENGTH: 1702

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 133

tgaaagggag tgagggagga gagatgagtg gctattccag aacgacataa agaatttcca 60

gecttggacy gacagcetggg aacgtettee aatttggact ggtgtttaca agegggaage 120

taggtggacce ttggattttg gegggtgaag aggctaggtt gtttaaggag gtggggegeg 180

tttcagtgge tctetttgaa aaagcccage aagatgtcag acctgetcete agtcttecte 240
cacctectee ttetettcaa gttggttgee ceggtgacet ttegecacca ccgcetatgat 300
gatcttgtge ggacgctgta caaggtgcaa aacgaatgec ccggcatcac gegggtcetac 360
agcattggge gcagcegtgga ggggagacac ctctacgtge tggagttcag cgaccaccct 420
ggaatccacg agcccttgga accagaggtce aagtatgtgg ggaacatgca cggcaacgaa 480
gegttgggee gegagetgat getgcagetyg teggagttte tgtgegagga gttecggaac 540
aggaaccagce gcatcgteca getcatccag gacacgegea ttcacatect gecatccatg 600
aaccccgacyg gctacgaggt ggetgetgee cagggeccaa acaagectgg gtatctagtt 660
ggcaggaaca atgcaaatgg agtggacctyg aaccgcaact tccctgatcet caatacctat 720
atctactata acgagaagta cggaggccce aaccaccacce tgccccttee agacaactgg 780
aaaagtcagg tggaacccga gacccgggeg gtgatceggt ggatgcacte cttcaacttt 840
gttectttecag ccaatctcca cggaggggcey gtggtggeca attacccgta tgacaagtec 900
tttgagcacce gggtccgagg ggtocgeege accgecagea ccecccacgece tgacgacaag 960

ctcttecaga agctggccaa ggtctactce tatgcacatg gatggatgtt ccaaggttgg 1020
aactgcggag attacttccc agatggcatc accaatgggg cttcctggta ttetctcage 1080
aagggaatgc aagactttaa ttatctccat accaactgct ttgagatcac gctggaactg 1140
agttgcgaca agtttcccece cgaagaggag ttacagcecggg agtggctggg taatcgggaa 1200
gccctaatee agttcectgga acaggttcac cagggcatca agggaatggt gcttgatgag 1260
aattacaata atctcgccaa tgctgtcatt tctgtcagtg ggattaacca tgatgtcact 1320
tcaggtgacc atggtgatta cttccggctg ctgcttecag gtatctacac tgttagtgcece 1380

acagcacctyg ggtatgacce agagacagta actgtgaceg tgggtectge ggaaccaacg 1440
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ttggttaact
agcagaaggc
atgaggcagce
ggctttgete

atttaaatac

tccacctcaa

acggagtcag

tgcagagagg

ctgcteteag

aaacatattc

<210> SEQ ID NO 134
<211> LENGTH: 4139

<212> TYPE:

DNA

aagaagcatc
agccaaagtyg
cecctgectga

atcagatcaa

ag

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 134

ggeggegeag
cggagggtge
gttggagaga
tceggagtga
gtgtcagtga
atgttttcca
ttcgatttgt
acccagaggt
aaaatgaact
tgaccgaatt
cagacttgtt
ctttaagact
gecatgettty
cectggagga
aaggcgatca
atccctgtec
ttgatgatct
cagctgctaa
acaccctgaa
geecctgteac
gttccactgt
acaaaaccaa
cttaccgaga
tgatgtttygg
tgagggagag
gtggtcgata
atgattgcett
ttacttataa
cecteectygy
ctaccaataa

tcatccatat

gggegggget
gggtttgget
aatccaggta
agaaatgaca
attaggagaa
acggaaattt
tgagaaagag
tcecetteccee
gaaggaaatc
aaaatttata
ggaagagtce
tggcttegtyg
gegggtatge
tcctgtgact
gctgaaaaac
tgagacacca
ccaaatggtt
gaacatccgt
cctgtgeaac
cgaccttgac
accttecatt
caagtttacc
gataaatcca
agacttcggt
ccggatectt
cattatttta
ttccaagtct
ttggactgaa
agtgtttggt
actgacgtte

getgtttgga

ttacggacge

geggtggetet

ctcactagac

ctggeccage

cttggaaagyg

gtgaatgaag

ataagaaaag

cgggacatga

aacacaaacc

cttegcaaaa

tcatccectcet

getggtgtcea

cggggaaatg

ggcgactacyg

agagtcaaga

caggagagga

ctgaatcaaa

gtctggttcea

atagatgtga

tccatccagt

ttgaacagga

tatggettte

gctecgtata

catggcattt

tcccagaaga

ttgatgggtg

cttaatatct

gagacgctte

ggaccatace

ttgaactcct

gtcagectga

cctcaagtaa

cagccccaag

aacccacagt

gecattettte

aagcacgteg

ctgtggegge

tggtacctte

tttttctaca

ttcagttteg

ttagaagatg

ctaacattcc

ttgacttaga

aggaagctct

ctcagcaatt

tggagccaag

ttaaccggga

tgttcctgeyg

tgcacaagtc

aaatctgtga

aggaaatggc

cggaggatca

tcaaagtgcg

ctcagaaatg

ttgcactcag

tgcagacaaa

agaacatagt

ctattatcac

taatgaccct

atgagaatga

tgttctecat

ttgggtcatc

gggggaaccc

cttttggeat

ttaagatgaa

gtctgttcaa

gececetgtgag gagagctcece

ccagaaagaa agaaatggag

gccaggcaac ccttcagaaa

tattttatta tctgggacat

aagcgetget cctggagecg

tgctgtggcg gagtttggag

tgccaccatyg ggggagettt

gtcagaggcet gcttattgtt

tgacttaaat ccagatgtga

tgaagaaatg gatcgaaagce

gattatggac accggtgaaa

ggccaatttt gagaagattg

gaagagaaac ttcctggaac

ttttgatgag atggcggatc

tgagatggga agaggcactc

gegeatcect acttttgage

acaggctgaa atcgagaacc

tgtgtttatc attttcttece

agggttcecga gectcactet

ttctggagtyg aataccagga

cecgecagagg gttetgcagyg

gaagatgaag gccatctatce

cttgattgca gaggtctggt

aaggggcacg gaacacagtg

ccagactcce ccaacctata

agatgcttat ggaattggaa

gtteectttt ctatttgetg

ttttgctgty tggatggtac

gatgtttage actgtgttca

gtacactgge ctcatctaca

ctggagtgta cggccgatgt

tgttctacag ctgaacccag

tgatccaatt tggaacattg

gatgtetgtt atccttggta

ccatatctat ttcaagaage

1500

1560

1620

1680

1702

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860
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ccectgaatat ctactttgga tttattcctg aaataatcett catgacctet ttgtttgget 1920
atttggttat ccttattttt tacaagtgga cggcctatga tgctcatacc tcectgagaatg 1980
caccaagcct tctgatccat ttcataaaca tgttcectett ttcectaccca gagtcetggtt 2040
attcaatgtt gtattctgga cagaaaggaa ttcagtgttt cctggtagtg gttgcactac 2100
tgtgtgtacc ttggatgctg ctgtttaaac cattggtect tecgccgtcag tatttgagga 2160
gaaagcattt gggaactctc aactttggtg ggatcagggt gggcaacgga ccgacagagg 2220
aggatgctga gattattcag catgaccagc tctceccaccca ctcagaggac gcagacgagt 2280
ttgactttgg ggacaccatg gtccaccagg ccatccacac catcgagtac tgcctgggcet 2340
gcatctccaa cactgcctcee tacttgegge tcectgggcccet cagectcecget catgegcage 2400
tgtctgaggt getttggacce atggtgatce acatcggect gagcgtgaag agcttggegg 2460
gaggtttggt gctgttctte ttettcactg cctttgccac cctgaccgtg gccatcctece 2520
tgatcatgga gggcctcteg gectttetee acgcactgeg cttacactgg gttgagttcece 2580
agaataaatt ctacagcggg accggtttca agttcttacc cttctecctte gagcatattce 2640
gggaagggaa gtttgaagag tgagtccctg tgagggccgt gtgccccatg ctaccctecce 2700
cgecteecte cacagtgatce agectgtgect ctetgectgt tggttgtgat ctgtgggcac 2760
cagctcattc gtgtcaccct gtcectgtgagt catttagata gaatagtcct ccttgggtcet 2820
cccaccaccce ctagetttgt gtgtagtgta gtgattttcet ggctgtcact catactcact 2880
gggcaccagc cttgccctcet tagectcecat ccatccagac ageccctteccce acctectggt 2940
ggtgagccag tctgcattce cacgccatcce caaagccctt tcatcttecce cgtgcattgt 3000
agatggaagg agcacccatg ccattcaccc atctagactt tgagttccct gcatctgeca 3060
ccgtagttte tagcaggagt agtgggggga gtaatacaga ttcttcccta gaaggggaca 3120
ctggtaacat gtcccactcect tggattagca ggggtgggtc caggaagatg atatttgegt 3180
cttttgccca cecccectgge attcagetgg acccaactag geccatcatga gtggettcete 3240
cctgtcatce ccaggggtca taggatatct acaccgectt tcectgacccca cecctgcacte 3300
ccatccttte ctctecteecee gttcatgecce tgcactacat agcacagccg ggatgcettgg 3360
aacagaggcce ttggctgcte cgcagtgcac agggcttcecce tcectcectegggg ttggettcett 3420
cccaggectt gcatgggecce tgcccacaag cacaccctea ggecgagggt gcagactgat 3480
gctetteect gatggagacce ctgagatctt ccccacccec aatcatgatg tcttcagtgt 3540
gggactgggg tcctettggt tctgectgeca gectgectgg ctecgecect agtgeccect 3600
cctcaccaca ctggccccag gtctcaggag gggtgtectg ggcagggaag gtcagtgtca 3660
ctgatggttt gectgtttgga agccattgge agggctgcecg tgcatgtggce tgtgagggcet 3720
gcacagtecct gccaaggggce ttectecttg tcaccccgaa ccttgtaatce gtgtgcectgge 3780
gtggcagccec tggctaagtt aatccccacce getttcagtg gtagaaagaa ttccctgagt 3840
gggccaggcet ggtgccctcee tectaccectg gettttectga gtgagcetgece tggagccectce 3900
atccectete ccaggctggg ctggecectgg gcggggecac tgtgtgctgg cccactgtga 3960
cctgaccecga cecttgtgcag cccccectgcee ctggtgtect gggttttcegt gatgatcettt 4020
gctetgttte cagtggggtt tgaagcagag ttcagggaac cctgcccaag gtectectgt 4080

tcagacattc ctatgttgaa taaagtatgt ttgacttccc cggaaaaaaa aaaaaaaaa 4139

<210> SEQ ID NO 135
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<211> LENGTH: 2808
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 135
cggcatgaga ggccagectg ccagggaaat ccaggaatct gcaacaaaaa cgatgacagt 60
ctgaaatact ctctggtgcce aacctccaaa ttetegtetyg tcacttcaga cccccactag 120
ttgacagagc agcagaatat caactccagt agacttgaat gtgectctgg gcaaagaagce 180
agagctaacg aggaaaggga tttaaagagt ttttecttggyg tgtttgtcaa acttttatte 240
cetgtetgtyg tgcagagggg attcaactte aattttetge agtggctetyg ggtccagece 300
cttacttaaa gatctggaaa gcatgaagac tgggectttt ttectatgte tcttgggaac 360
tgcagctgca atcccgacaa atgcaagatt attatctgat cattccaaac caactgctga 420
aacggtagca cctgacaaca ctgcaatccce cagtttatgg gctgaagetyg aagaaaatga 480
aaaagaaaca gcagtatcca cagaagacga ttcccaccat aaggctgaaa aatcatcagt 540
actaaagtca aaagaggaaa gccatgaaca gtcagcagaa cagggcaaga gttctagcca 600
agagctggga ttgaaggatc aagaggacag tgatggtcac ttaagtgtga atttggagta 660
tgcaccaact gaaggtacat tggacataaa agaagatatg attgagcctc aggagaaaaa 720
actctcagag aacactgatt ttttggetcce tggtgttagt tcecttcacag attctaacca 780
acaagaaagt atcacaaaga gagaggaaaa ccaagaacaa cctagaaatt attcacatca 840
tcagttgaac aggagcagta aacatagcca aggcctaagg gatcaaggaa accaagagca 900
ggatccaaat atttccaatg gagaagagga agaagaaaaa gagccaggtg aagttggtac 960
ccacaatgat aaccaagaaa gaaagacaga attgcccagg gagcatgcta acagcaagca 1020
ggaggaagac aatacccaat ctgatgatat tttggaagag tctgatcaac caactcaagt 1080
aagcaagatg caggaggatg aatttgatca gggtaaccaa gaacaagaag ataactccaa 1140
tgcagaaatg gaagaggaaa atgcatcgaa cgtcaataag cacattcaag aaactgaatg 1200
gcagagtcaa gagggtaaaa ctggcctaga agctatcage aaccacaaag agacagaaga 1260
aaagactgtt tctgaggctc tgctcatgga acctactgat gatggtaata ccacgcccag 1320
aaatcatgga gttgatgatg atggcgatga tgatggcgat gatggcggca ctgatggccce 1380
caggcacagt gcaagtgatg actacttcat cccaagccag gectttctgg aggccgagag 1440
agctcaatcc attgcctatc acctcaaaat tgaggagcaa agagaaaaag tacatgaaaa 1500
tgaaaatata ggtaccactg agcctggaga gcaccaagag gccaagaaag cagagaacte 1560
atcaaatgag gaggaaacgt caagtgaagg caacatgagg gtgcatgctg tggattcttg 1620
catgagctte cagtgtaaaa gaggccacat ctgtaaggca gaccaacagyg gaaaacctca 1680
ctgtgtcetge caggatccag tgacttgtcce tccaacaaaa ccccttgatce aagtttgtgg 1740
cactgacaat cagacctatg ctagttcctg tcatctattc gctactaaat gcagactgga 1800
ggggaccaaa aaggggcatc aactccagct ggattatttt ggagcctgca aatctattcece 1860
tacttgtacg gactttgaag tgattcagtt tcctctacgg atgagagact ggctcaagaa 1920
tatcctcatg cagctttatg aagccaactc tgaacatgct ggttatctaa atgagaagca 1980
gagaaataaa gtcaagaaaa tttacctgga tgaaaagagg cttttggctg gggaccatcce 2040
cattgatctt ctcttaaggg actttaagaa aaactaccac atgtatgtgt atcctgtgca 2100
ctggcagttt agtgaacttg accaacaccc tatggataga gtcttgacac attctgaact 2160
tgctectetg cgagcatcte tggtgcccat ggaacactgce ataacccgtt tetttgagga 2220
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gtgtgaccecc aacaaggata agcacatcac cctgaaggag tggggccact gctttggaat 2280
taaagaagag gacatagatg aaaatctctt gttttgaacg aagattttaa agaactcaac 2340
tttccagcat cctectcetgt tectaaccact tcagaaatat atgcagctgt gatacttgta 2400
gatttatatt tagcaaaatg ttagcatgta tgacaagaca atgagagtaa ttgcttgaca 2460
acaacctatg caccaggtat ttaacattaa ctttggaaac aaaaatgtac aattaagtaa 2520
agtcaacata tgcaaaatac tgtacattgt gaacagaagt ttaattcata gtaatttcac 2580
tctectgcatt gacttatgag ataattaatg attaaactat taatgataaa aataatgcat 2640
ttgtattgtt cataatatca tgtgcacttc aagaaaatgg aatgctactc ttttgtggtt 2700
tacgtgtatt attttcaata tcttaatacc ctaataaaga gtccataaaa atccaaaaaa 2760
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 2808
<210> SEQ ID NO 136

<211> LENGTH: 1479

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 136

gegaggcegeg gggaaggcege acctggggtg gecctggegt gegggeggeg acatggagga 60
cggegtgete aaggagggcet tectggtcaa gaggggecac attgtcecaca actggaagge 120
gegatggtte atccttegge agaacacgct ggtgtactac aagcttgagyg ggggteggag 180
agtgacccct cccaagggece ggatcctect ggatggetge accatcacct geccctgect 240
ggagtatgaa aaccgaccgc tcctcattaa gctgaagact caaacatcca cggagtactt 300
cctggaggece tgttetegag aggageggga tgectgggece tttgagatca ccggggetat 360
tcatgcaggg cagccgggga aggtccagca getgecacage ctgagaaact ccttcaaget 420
gecccegeac atcagectge atcgcattgt ggacaagatg cacgatagca acaccggaat 480
cegtteaage cccaacatgg agcagggaag cacctataaa aagaccttcee teggetccte 540
cctggtggac tggctcatcet ccaacagett cacggecage cgtetggagg cggtgaccct 600
ggcctecatyg ctcatggagg agaacttcct caggectgtg ggtgtcecgaa gecatgggage 660
cattcgetet ggggatctgg ccgagcagtt cctggatgac tecacagece tgtacacttt 720
tgctgagage tacaaaaaga agataagccce caaggaagaa attagectga gcactgtgga 780
gttaagtggce acggtggtga aacaaggcta cctggccaag cagggacaca agaggaaaaa 840
ctggaaggtyg cgtcgetttyg ttctaaggaa ggatccaget tteetgeatt actatgacce 900
ttccaaagaa gagaacaggce cagtgggtgg gttttetett cgtggttcac tegtgtetge 960

tctggaagat aatggcgttc ccactggggt taaagggaat gtccagggaa acctcttcaa 1020
agtgattact aaggatgaca cacactatta cattcaggcc agcagcaagg ctgagcgagc 1080
cgagtggatt gaagctatca aaaagctaac atgacaagga cctgagggaa ccaggattcc 1140
tcectectac cagatgacac agacaagagt tcctggagaa tgggagtgtt aagacttttg 1200
acttctttgt aagttttgta ctgctttgga gagtgaatgc tgccaagagt tcecctcagatt 1260
acaaacagca gtggtgccat ttcctteccce atcttcatgt tacaaacctg gaaaggctag 1320
aacagccatt aggcgtcagc atcttgactt ttccccagca tcacaaacag ccatttecte 1380
gggcaccaaa dgtaggttcce tttgttggaa caattacact ggccatgcca taatgttgaa 1440

taaaactctc ttcttatgag aaaaaaaaaa aaaaaaaaa 1479
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<210> SEQ ID NO 137
<211> LENGTH: 2828
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 137
agcagccgge acggggacag ccggccgcac aacggatctyg caggcgcegga gcaaaatgca 60
cecegecgege cgcegeggtee tgcagecceg ccacggcecee geggeccgea ccccececeggyg 120
gegacagtga gecteteceg ccaccaccgg gggccgageg gagggcetete gggtgggaga 180
gegggaccag atctcgacag ctgttcattt ccaggaagec accgcageca gagcgaaagyg 240
ggaccttetyg ccaccagegg ggcatcagece ageggegege atggatttat gaagacactce 300
atgcaagaag tgggcaggac ttggacaaac ttttccaceg gctecgegte cgecgetcce 360
cgegectegt ctectttece ctectetece ggeggecgee getgeccegeyg atggtggecyg 420
cgetgetggg cggeggegge gaggcccgeg gggggacagt gecgggegee tggetgtgee 480
tgatggcget getgecagetg ctgggetegg cgecgegggyg atceggggetyg gegcacggece 540
geegecteat ctgetggcag gegetgetge agtgccaggg ggagcecggag tgcagctacyg 600
cctacaacca gtacgcecgag gegtgegege cggtgcetgge gcagcacgge gggggegacyg 660
cgecegggge cgcecgecgece getttecegg ceteggecge ctettteteg tegegetgge 720
gectgeccegayg tcactgcate tceggecctca ttcagetcaa ccacacgege cgegggcececyg 780
ceetggagga ctgtgactge gegcaggacg agaactgcaa gtccaccaag cgcgecattg 840
agcegtgect gecceeggacg ageggeggeg gegegggegyg cceceggegeyg ggcggggtcea 900
tgggctgcac cgaggcccgg cggcgcetgeg accgcgacag ccegcetgcaac ctggegetga 960
gccgectaccet gacctactge ggcaaagtct tcaacgggcet gegctgcacg gacgaatgece 1020
gcaccgtcecat tgaggacatg ctggctatgce ccaaggtggce gctgctcaac gactgcgtgt 1080
gegacggect cgageggcece atctgegagt cggtcaagga gaacatggec cgectgtget 1140
tecggegecga gcetgggcaac ggcccceggea geageggete ggacggggge ctggacgact 1200
actacgatga ggactacgat gacgagcagce gcaccggggyg cgegggtggt gagcagecge 1260
tggacgacga cgacggcgtc ccgcacccac cgegeccggyg cageggeget getgeatcgg 1320
geggecgegyg ggacctgece tatgggectg ggcgcaggag cagceggegge ggeggcecget 1380
tggcgececeg gggcgectgg accccactceg cctecatett getgetgetg cttgggecege 1440
tcttttagee ctcecgegecee cegecgttgg ctgcgggaga geccgegtece cactccececgtg 1500
ctecgectega cecccegegeceg ggcacctgtg gcecttgggaca gatagaaggg atggttgggg 1560
atacttccca aaacttttte caagtcaact tggtgtagcc ggttccccgg ccacgactcet 1620
gggcacttece cctgaagcte ctcetceccggag cttgacttet tggacctect ccececcgeccce 1680
aattccaagc tccagaaact cccaactcgt ctgccgteca gaaagctage tgcagtgtte 1740
aggacgtceg ggaggaagca agcatgtggg ggacagaaca gtagtcctgyg actcgaaagg 1800
gaaggtgctg accagtgggg ccttagcaat ttgaagggtt gggaaggagg aattatattt 1860
gcaaaggggc tgtctattag catatttecct ttgagggggc aaaaaaaagt gccagtatcg 1920
acttttacag attgtggcca gtgaggatat tataatccta tgtaaacaga aaagtcccac 1980
ttaccgattc attctttcac tgtttgtatc tgcgcccaga attctcagtg acgtgggggt 2040
gagggtgggt ggcgattgce ttagagggaa cccctaaatt ggttttggat aagtttgage 2100
ccttgacctt aatttcattg ctaccactct gatctcttag cacatttctt aggattaagg 2160
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gtccaaaaat gctgatctaa ggggttgcca tggtgttgaa caatgcaact ttttatttaa 2220
aaaagctctg cactgccatg tatgaaagtc tctttatgat gtttgttttt ttgtcatttt 2280
tgttctttac atcaagaaat tttatgttta aatatgcgga gaatgtatat tgcctcectget 2340
cctatcaggg ttgctaaacc ctggtacatc gtatataaaa tgtattaaaa ctggggtttg 2400
ttaccagttg ctgtactttg tatatagaat ttttataaat tgtatgcttc agaaataatt 2460
tatttttaaa aagaaattaa aagttttaaa ctcacatcca tattacacct ttccccectg 2520
aaatgtatag aatccatttg tcatcaggaa tcaaaaccca cagtccattg tgaagtgtgce 2580
tatatttaga acagtcttaa aatgtacagt gtattttata gaattgaagt taacattctt 2640
attttcaaga gaatttatgg acgttgtaga aatgtacaaa tgcatttcca aactgcctta 2700
aacgttgtat ttttatagac atgttttttt aaaaatccta agtttttaaa taactatgga 2760
tttgtgtatt ttttttggtt atttgtttta ttaaaacatg tacatcagta aagagtttta 2820
aacaatga 2828
<210> SEQ ID NO 138

<211> LENGTH: 1741

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 138

ttggaacacc tggcgagtce tecggtgtegg tggecggcag tcatctegeyg gcecgttcaga 60
attataaggc tgtctgcaga gatttgaaaa atggcaacaa atgaaagtgt cagcatcttt 120
agttcagcat ccttggetgt ggaatatgta gattcacttt tacctgagaa tcctctgcaa 180
gaaccattta aaaatgcttg gaactatatg ttgaataatt atacaaagtt ccagattgca 240
acatggggat cccttatagt tcatgaagcc ctttatttet tattctgttt acctggattt 300
ttatttcaat ttatacctta tatgaaaaaa tacaaaattc aaaaggataa gccagagaca 360
tgggaaaacc aatggaagtg tttcaaagtt cttctcttta atcacttcetyg tatccagetg 420
cctttgattt gtggaaccta ttattttaca gagtatttca atattcctta tgattgggaa 480
agaatgccaa gatggtattt tcttttggca agatgctttyg gttgtgcagt cattgaagat 540
acttggcact attttctgca tagactctta caccacaaaa gaatatacaa gtatattcat 600
aaagttcatc atgagtttca ggctccattt ggaatggaag ctgaatatgce acatcctttg 660
gagactctaa ttcttggaac tggatttttc attggaatcg tgcttttgtg tgatcatgta 720
attcttettt gggcatgggt gaccattcgt ttattagaaa ctattgatgt ccatagtggt 780
tatgatattc ctctcaaccc tttaaatctg atcecctttet atgctggtte teggcatcat 840
gatttccacce acatgaactt cattggaaac tatgcttcaa catttacatg gtgggatcga 900
atttttggaa cagactctca gtataatgcc tataatgaaa agaggaagaa gtttgagaaa 960

aagactgaat aaatatctca cgtaaacctt cctgaaagat aaacgttttc ctgaattcag 1020
aaactagtag ctaacattgc ttctggagag cagaaataag catgtcttcect ggctactaag 1080
tgataaaaag aacattaaca acctttaatt accttcctag tgggaacttt ttctacttta 1140
cctacaagtt ctatatatgt agaaatgaat aaatatatat ttaagtacag ttttcatgag 1200
gaagttttaa aagaccatgt tcctaagectt ccaagaaggt tttggatact agaagtatta 1260
atctatggct tttctcccag taaaaccata ggcctgaagt tcacattggg tcectttaaatce 1320

ttttagatat atactggtca tttcagaaaa ttcttcatag tggtattggc cttatattta 1380
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actttttttt tatttttttt ttgagacaaa gccacactct gtcteccttgt ctggagtgtg 1440
gtggcacagt ctcagctcac tgcaacctct gectcccagt tcaagcaatt cttetgectce 1500
agccteccaa gtagectggga ttacaggcac ccgccaccac gcccagctaa tttttgtatt 1560
tttgtagaga tggggtttct cgatgttggce caggctggtc tcaaacttct gacctcaagt 1620
gatctgcecca ccttggecte ccaaagtgct gggattacag gtgtaagcca ctgcgccegyg 1680
cctttttaac tttaaacatg ttttagaatt cacctaaaga tcaaaatatc atggattgaa 1740
c 1741
<210> SEQ ID NO 139

<211> LENGTH: 904

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 139

ggaattcegt cgacggcage ggcggeggeyg ggtgggaaat ggcggagtat ctggectcca 60
tctteggcac cgagaaagac aaagtcaact gttcatttta tttcaaaatt ggagcatgte 120
gtcatggaga caggtgctcet cggttgcaca ataaaccgac gtttagecag accattgecc 180
tcttgaacat ttaccgtaac cctcaaaact ctteecagte tgctgacggt ttgegetgtg 240
cegtgagega tgtggagatg caggaacact atgatgagtt ttttgaggag gtttttacag 300
aaatggagga gaagtatggg gaagtagagg agatgaacgt ctgtgacaac ctgggagacc 360
acctggtggg gaacgtgtac gtcaagttte geegtgagga agatgeggaa aaggcetgtga 420
ttgacttgaa taaccgttgg tttaatggac agecgatcca cgccgagetyg tcacccegtga 480
cggacttcag agaagectge tgccgtcagt atgagatggg agaatgcaca cgaggegget 540
tctgcaactt catgcatttg aagcccattt ccagagaget geggegggag ctgtatggece 600
gecgtegeaa gaagcataga tcaagatcce gatcccggga gegtegttet cggtetagag 660

accgtggteg tggeggtgge ggtggeggtg gtggaggtgg cggcggacgg gagcgtgaca 720

ggaggcggte gagagatcgt gaaagatctg ggcgattctg agccatgeca tttttacctt 780
atgtctgcta gaaagtgttg tagttgattg accaaaccag ttcataaggyg gaatttttta 840
aaaaacaaca aaaaaaaaac atacaaagat gggtttctga ataaaaattt gtagtgataa 900
cagt 904

<210> SEQ ID NO 140

<211> LENGTH: 2037

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 140

cgeceecacgag cagegecocge geccteegeg cctteteege cgggaccteg agecgaaagac 60
gecegecege cgeccagece tegecteoct geccaceggg cocaccgege cgecacceaeyg 120
acccegetge gecacggectyg teegetgeac accagettgt tggegtette gtegecgege 180
tcgecceggyg ctactectge gegecacaat gagctcecege atcgecaggg cgetegectt 240
agtcegtcace cttcectecact tgaccagget ggegetetece acctgececeg ctgcectgeca 300

ctgeccectyg gaggegecca agtgegegee gggagteggg ctggtecggg acggetgegg 360
ctgctgtaag gtetgegeca agcagctcaa cgaggactge agcaaaacge agecctgega 420
ccacaccaag gggctggaat gcaacttegg cgecagetece accgetctga aggggatcetg 480

cagagctcag tcagagggca gaccctgtga atataactec agaatctace aaaacgggga 540
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aagtttccag cccaactgta aacatcagtg cacatgtatt gatggcgccg tgggectgcat 600
tecctetgtgt ccccaagaac tatctctcece caacttggge tgtcccaacce cteggetggt 660
caaagttacc gggcagtgct gcgaggagtg ggtctgtgac gaggatagta tcaaggaccce 720
catggaggac caggacggcc tccttggcaa ggagctggga ttcgatgcct ccgaggtgga 780
gttgacgaga aacaatgaat tgattgcagt tggaaaaggc agctcactga agcggctccc 840
tgtttttgga atggagcctc gcatcctata caacccttta caaggccaga aatgtattgt 900
tcaaacaact tcatggtccc agtgctcaaa gacctgtgga actggtatct ccacacgagt 960

taccaatgac aaccctgagt gccgecttgt gaaagaaacc cggatttgtg aggtgcggcece 1020
ttgtggacag ccagtgtaca gcagcctgaa aaagggcaag aaatgcagca agaccaagaa 1080
atccececgaa ccagtcaggt ttacttacge tggatgtttg agtgtgaaga aataccggcece 1140
caagtactgc ggttcctgeg tggacggccg atgctgcacg ccccagctga ccaggactgt 1200
gaagatgcgg ttccgectgceg aagatgggga gacattttec aagaacgtca tgatgatcca 1260
gtcctgcaaa tgcaactaca actgcccgca tgccaatgaa gcagcegtttce ccttctacag 1320
gctgttcaat gacattcaca aatttaggga ctaaatgcta cctgggtttc cagggcacac 1380
ctagacaaac aagggagaag agtgtcagaa tcagaatcat ggagaaaatyg ggcgggggtyg 1440
gtgtgggtga tgggactcat tgtagaaagg aagccttgct cattcttgag gagcattaag 1500
gtatttcgaa actgccaagg gtgctggtgce ggatggacac taatgcagcc acgattggag 1560
aatactttgc ttcatagtat tggagcacat gttactgctt cattttggag cttgtggagt 1620
tgatgacttt ctgttttctg tttgtaaatt atttgctaag catattttct ctaggctttt 1680
ttecttttgg ggttctacag tcgtaaaaga gataataaga ttagttggac agtttaaagc 1740
ttttattegt cctttgacaa aagtaaatgg gagggcattc catcccttece tgaaggggga 1800
cactccatga gtgtctgtga gaggcagcta tctgcactct aaactgcaaa cagaaatcag 1860
gtgttttaag actgaatgtt ttatttatca aaatgtagcc tttggggagg gaggggaaat 1920
gtaatactgg aataatttgt aaatgatttt aattttatat tcagtgaaaa gattttattt 1980
atggaattaa ccatttaata aagaaatatt tacctaataa aaaaaaaaaa aaaaaaa 2037
<210> SEQ ID NO 141

<211> LENGTH: 3186

<212> TYPE: DNA

<213> ORGANISM: Homo sapiens

<400> SEQUENCE: 141

ggaactggca gcggggagga ggctctageg aggcctgaaa ggctgcegtaa ccaggcagga 60

gtaggggttyg gggttcgggg ttgggggaca gccagggate gegtectgata tgetgttggg 120

gtegtgaceyg tcetgggggee gaggcaggca ctggccagac ccagecaggyg atcectegtat 180
tcgtegagee taatttecag cagecgggta ggectcacca gaggcetceett tceegtgagge 240
cgecccccaat tectgecect attetetgee tgggagatgg cttececgag ccccecgecg 300
gagtcgaagg ggttgctgac atttgaggat gtggetgtgt tttttaccca ggaggagtgg 360
gattatctgg acccagctca gagaagcectyg tataaagatg tcatgatgga gaattatgga 420
aacctggtet cactggatgt tttgaacaga gataaggatg aggagccaac tgtaaaacaa 480
gagattgaag aaattgagga agaagtggaa ccacagggtg taatagttac aagaatcaaa 540

agtgaaattyg accaggatcc tatgggtaga gaaacatttg aacttgttgg taggttagat 600
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aaacaaagag ggatcttcct atgggaaata ccaagggaat ctttgaccca ggaacagaga 660
atgttcagag aaaacactaa cattatccgt aaaagaccaa actcagaaga gaaatgccat 720
aaatgtgaag aatgtggaaa gggttttgtc cgcaaggccc atttcattca acatcaaagg 780
gtccatactg gtgagaaacc ttttcagtgc aatgaatgtg ggaaaagttt tagtcgcagt 840
tcatttgtta ttgaacatca gagaattcac actggggaaa ggccctatga gtgtaattac 900
tgtggaaaaa cctttagtgt gagctcaacc cttattagac atcagagaat ccacactgga 960

gaaagaccct atcagtgtaa tcagtgtaaa cagagcttca gccagagaag gagecttgtt 1020
aaacatcaaa ggattcatac aggtgagaaa ccccataaat gtagtgactg tgggaaagcce 1080
ttcagttgga aatcacacct tattgagcat caaagaactc acactggtga gaaaccttat 1140
cactgtacca aatgtaagaa gagctttagt cgaaattcat tgcttgttga gcatcaaaga 1200
attcacactg gggaaagacc ccataaatgt ggtgaatgtg ggaaagcctt tcgattaagc 1260
acatacctta tacaacacca aaaaattcac actggcgaga agccttttcet ttgtattgag 1320
tgtggaaaaa gtttcagtcg gagctcattc cttattgaac atcagaggat ccatactggt 1380
gaaagacctt atcagtgcaa agagtgtggg aaaagtttca gtcagctttg caaccttact 1440
cgtcatcaga gaattcacac aggagacaag ccccataaat gtgaggaatyg tggaaaagcce 1500
tttagtagaa gctcaggtct tattcagcat cagagaattc acaccaggga gaagacttat 1560
ccatacaatg aaactaagga aagttttgat ccaaattgca gtcttgttat acagcaggaa 1620
gtctacccta aggagaaatc ttataaatgt gatgaatgtg ggaaaacttt tagtgttagt 1680
gctcatcttyg tacaacatca aagaatccac actggtgaaa agccctatct atgtactgtce 1740
tgtgggaaaa gcttcageccg gagctcattt cttattgaac atcagagaat ccacactggt 1800
gagagaccct atctgtgcag acagtgtgga aaaagcttta gtcagctttg taatcttatt 1860
cgacatcagg gtgttcacac aggtaataaa ccccataaat gtgatgaatg tggaaaggcc 1920
tttagcecgga actcgggtet tattcagcat cagagaatac acacaggaga gaaaccttat 1980
aagtgtgaga agtgcgacaa aagtttcagt caacagcgca gtcttgtcaa ccatcagaag 2040
atccatgcag aggtgaaaac ccaagaaacc catgaatgtg acgcttgtgg tgaagccttt 2100
aattgccgta tttctcttat tcagcatcag aaattgcaca cagcatggat gcaataaatg 2160
tagagcaata cataagctca atttgatttg agactagtac ccaagtgcag ttttagtatg 2220
gctcaacatg ggtcagattt agtgataaag caaattctecc ttggcectcag gcaaatagtt 2280
tctaaagatt ctgtgaatag tggacaactg cccatgagca tttgacttce cttactcettt 2340
gatgatcgta gagaaagact tggtaattta tctaagtatc tttaataaat ctttcagcag 2400
agagattaaa cctaggttca gagcatgggt gctctgaggg acaaagttgg attagtataa 2460
gggagctgga gcagctgata gtggaaaaca gaataatgat tcaaagagtc ttctgtcacc 2520
atgtcatatt gtggttcttt cagttccatg atatgtttgg ctctgcatge caaagtccag 2580
tgattaagca tatataagtt gtcaaggaaa caaagcccaa atgtttttaa aacaagtata 2640
cagtttttgt cattgtttaa gaaagccagt tgtttggcat gtgagttaaa ggcagttcca 2700
atgcctgatg gttcccagat ctatgaaatg agtggaccat taaccttaca tgtaaagatt 2760
atgttagtaa ttaagaaacc taacaaaggt gttaccaagg aacctttggg agtgcctttt 2820
ttgtttttca agatggaccc aaaaaagtgg aggaagatat tgttcttttg tgccctecta 2880
cctgtgagag atatttgtag tcecctatgtga atgagcttat ccctceccacaa ccaggtgcat 2940

atgaaagtgt acatattatg actgccaagt attggaaatg aaaagacctg gagtctatgc 3000
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taggaagctg agatattttg gtattgcatt ggtttttatg gtaactaggt tttgcatgca 3060
attaaaaatc cttatttctt gttctagggce ttceccttagt taatggttat tataaaccta 3120
ttaattcatc tgttttaacc attaaaacct gttttgtttt tagctttgaa aaaaaaaaaa 3180
aaaaaa 3186
<210> SEQ ID NO 142
<211> LENGTH: 1903
<212> TYPE: DNA
<213> ORGANISM: Homo sapiens
<400> SEQUENCE: 142
gggcaacgga ggggaaataa aagggaacgg ctccgaatct gecccagegg cegetgcegag 60
accteggege cgacatcgceg acagcgaage getttgcacyg ccaggaaggt cccctctatg 120
tgctgetgag ccggtectgg acgcgacgag cecgeccteg gtetteggag cagaattege 180
aaaaacggaa ggactggaaa tggcagacca tatgatggca atgaaccacyg ggcgcttcce 240
cgacggcace aatgggctge accatcaccce tgeccaccege atgggcatgg ggcagttcce 300
gagcccccat caccaccage agcagcagcec ccagcacgcece ttcaacgecc taatgggega 360
gcacatacac tacggcgcgg gcaacatgaa tgccacgagce ggcatcaggce atgcgatggg 420
geeggggact gtgaacggag ggcaccccce gagcegegetg gecccegegg ccaggtttaa 480
caactcccag ttcatgggtce ccceggtgge cagecaggga ggctecctge cggecagcat 540
gcagctgcag aagctcaaca accagtattt caaccatcac ccctaccccc acaaccacta 600
catgeccggat ttgcaccctg ctgcaggeca ccagatgaac gggacaaacc agcacttccg 660
agattgcaac cccaagcaca gcggcggcag cagcaccceee ggceggctegyg gceggcagcag 720
cacceecgge ggctetggca gecageteggg cggeggegeg ggcagcagca acageggcegg 780
cggcagegge agcggcaaca tgcccgecte cgtggceccac gtecccgetyg caatgetgece 840
geecaatgte atagacactg atttcatcga cgaggaagtt cttatgtect tggtgataga 900
aatgggtttyg gaccgcatca aggagctgece cgaactctgg ctggggcaaa acgagtttga 960
ttttatgacg gacttcgtgt gcaaacagca gcccagcaga gtgagctgtt gactcgatcg 1020
aaaccceggce gaaagaaatc aaacccccaa cttettegge gtgaattaaa agaaacattce 1080
ccttagacac agtatctcac ttttcagatc ttgaaaggtt tgagaacttg gaaacaaagt 1140
aaactataaa cttgtacaaa ttggttttaa aaaaaattgc tgccactttt tttecctgttt 1200
ttgtttegtt tttgtagecct tgacattcac ccacctcecect tatgtagttg aaatatctag 1260
ctaacttggt ctttttcgtt gtttgttttt actecctttecce ctcactttet ccagtgctca 1320
actgttagat attaatcttg gcaaactgct taatcttgtg gattttgtag atggtttcaa 1380
atgactgaac tgcattcaga tttacgagtg aaaggaaaaa ttgcattagt tggttgcatg 1440
aacttcgaag ggcagatatt actgcacaaa ctgccatctc gecttcatttt tttaactatg 1500
catttgagta cagactaatt tttaaaatat gctaaactgg aagattaaac agatgtgggc 1560
caaactgttc tggatcagga aagtcatact gttcactttc aagttggctg tccccccege 1620
cgeccceecce acccccatat gtacagatga taatagggtg tggaatgtceg tcagtggcaa 1680
acatttcaca gatttttatt ttgtttctgt cttcaacatt tttgacactg tgctaatagt 1740
tatattcagt acatgaaaag atactactgt gttgaaagct ttttaggaaa ttttgacagt 1800
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atttttgtac aaaacatttt tttgaaaaaa tacttgttaa tttattctat tttaatttgc 1860

caatgtcaat aaaaagttaa gaaaaaaaaa aaaaaaaaaa aaa 1903

What is claimed is: cells which reacted with SEQ ID NO: 76, thereby diag-
1. A method for diagnosing colorectal cancer comprising: 19 nosing the colorectal cancer containing cells.
contacting a gene consisting of a gene sequence of SEQ ID

NO: 76 with a colorectal cancer containing cells; and
detecting molecules of ribonucleic acid released in a

peripheral blood by said colorectal cancer containing L
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